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1 208682 GGGTTGCTGACAGGACGGGGCTGA CAGGCAAATGAGGTGTTGGTCAGT CGTACTGCCCATCATTACTGCAAG 64 230 192
1 316076 AACGTGCATGTGGGGGTTAAACAT GACGCTATGCGTTTAGCGAGGCAT TCCAGACAGGGCAGCCTTCTATAC 64 101 194
1 316289 GCTTCTGTGCCTCGTTAACCGCAC CTCATTGCTGTGATGCATGTGTAC AGTGTCGTGTAATGCGGATGATGT 63 213 110
1 316272 TAGGACTTCCAAATGCATCACAGA CACCCCCACGAAGACGAAAGCAG GATTATCTCCAGACAGGGGAGGCT 63 154 299
1 316541 GGTTGCTTTTGTCTTCGTGGGGGC ACTAAGCGTGTACACGTATTAGAT AGAATGTGAAAATAGAAATGGGGC 56 286 184
1 542725 GAAGGCGGATGAGAAAGTTAGACG TGGAAGGGGACTGGGCGTATTGGA GACGAACAGAAAGGTGGAAAGTGG 64 133 258
1 596330 ACCGGTACAATCAGTTTACCCTTC CACAGCATCAGTCGTCCTCCTGGA GGAGTTTAGTGGATACCAGCACGG 61 131 189
1 625136 CACTCCATTTGCATGCTGGATTTG CAAGGCGTCATGGTAGACACGCCG ACTGACCATTCCAAAGCGCTACAG 65 180 237
1 701614 AGCGTGCTGTGTGCCTGTTGGTTA CATAAATATTGTGAGGAGTGTGTT CTTGCTTGGTACATGCTTTGGTTG 59 268 153
1 701602 TTGACGCTACTGACACACTCCTCG GTGCCGCCCCAATGCAAGCCGAGT GTGCTGTGTGCCTGTTGGTTAAGT 64 147 202
1 718104 CATTGGTTGCGGTGGCGTTTGACG AGCCATGGGTGATGTCCCATTGTA TCCCCCATCAGATATAAGCCTTGA 64 172 104
1 719700 TGGGCATGTGTAAAAACTGTCGGC AGCGAGACCAGACAAGAACTTTTT AAGGCGATAGCACCACACAGACTC 65 100 147
1 1075556 CAGGAGGTTCAGCAAGCACATGAG CTTACACAGCGGAAACTCTTAGCG TCCAAGCAAGGTAACTCCATTCGT 60 199 129
1 1075470 GTGCCTACTCATGTGCTTGCTGAA CCGCTAAGAGTTTCCGCTGTGTAA GCAGTGGTAGTAGGAAGCAGGAGG 64 185 249
1 1379375 GCAGTATTATCTGGTGCGGTTGGG GGTTTGGTGCGGCGGCTCTGTAGA CCTCTACGTAACTACCTCGGGGCT 64 163 327
1 1379766 AGGACGAACCCCGGATGTGGGTGA TCCATCTGCAAGTATACTAGACGG ACGGCATCGGCTAGACAGGTATTA 63 235 155
1 1510711 CGACTGTGACGGCTTGCAGGATAA CGCATCACTGAGAACGGCAGGGAA GCATGACGACCATATCAAAAACCA 65 136 186
1 1555246 ATTGTGTTCATATAGAGGCATTCG ACAGTACCGTACGATATCAATGCA TCATGATGTCTGGGAGTTGATGTG 59 162 205
1 1694025 GTTGTAAACCAATTCGGCTGTGCG ACAGGATGTTCGGCCGAGGTTGCT GCGTCCCAGTCAACCCTGTTAGTA 65 143 279
1 2118146 TGTGATGCATACGGGCCTTGCACT GCACAATGCGGCTAGGAGTGTTGC TCAATCAGTTTCAGGCTCTTGCAG 65 185 157
2 98455 AATTGTTGAAACTGGGACCTCTGT TGCCACACTTGCGCTTGCGCCAAG ACTCAACCTTGACTGAATGGAGGG 62 194 330
2 117443 TTTGAGAACACAATGTAAACCATC CGTGCGACTAGAACCCAGGAGCGC TTGTGACCATGTCGGTAATGAACC 64 299 163
2 117292 TGTTGACTGATGGTTTACATTGTG GCGCTCCTGGGTTCTAGTCGCACG CAATTATTGTGCACGGCTGAGTG 59 174 302
2 166301 CGTCTTGCACGGCTGCGCCATCGA ACTCACATGCAGCCACAACATTAC TGCATGCTGCAGACATTCTACAAA 62 294 153
2 166396 CAACATTATACGGCACCCGGGAGT GCCCCACATAAATTGTTGATTGGG AATTGGAGTGGTGCGTTCACAGTA 64 229 149
2 166967 GCCAACACGCTAGACAACATCCCT CGGCAGCACGTAACGCCATACTCC GGGCAGCAATGATTATTCAACCTC 64 243 159
2 367742 CACGGGTTTCACGTTTCCATTAAC GACTTGTTTTGTCACGGTGGTCAA CTGACGATCACAATCACATGCAAC 64 195 247
2 554285 GTGTGGCTGGCTGCAGAGTTGCAT ATTGCAATGAAAACGTAATGTCAC CCTTTATTGCTATGCCAGGGTACG 61 241 150
2 570985 AATCGCAGAACATGCTGCAAGGTA TCCAGGTGAACGATTGACCTCAAT TAAGCCCTCTTACACCGTCCTGAG 64 313 189
2 570845 ATCCAATTACCTTGCAGCATGTTC GCAATCGTTCACCTGGAGTTCAAA ACGGTACTTGTGTACCTGCAACGA 63 197 307
2 570955 TGAATCGTTCACCTGGCGTTCAAG CTCTTACACCTCCCTGAGTGGACA GCAGAACATGCTGCAAGGTAATTG 65 137 303
2 582531 TCTGCGCCGGCGTCCACACAGCCA GCACAGGACAAAGGGTATTGCACC GACGTGTAGCGGTTCAGGAAAGAT 64 197 163
2 582526 ATCTCTACGAAGAGCCGCAGTGCC GACGCAGGACGCTGCATCATTTGC GACGGCATACACTTGCACACAAC 64 108 146
2 595655 GGGGGAGATGCCTATGCTGGCAGA GTCTGAGGTCTGGGAACAGGGGAC TGATCATACGCTGCTATCAGTGCC 65 186 123
2 595804 CCTCGTAATTATCGACACGCTCAT CACTGTCACGGCACCATCACGCCG CACGCTTTGTGTGCTATAGATGGG 63 169 259
2 760936 CGAAAGTCCGATATGTGTCGTGAA TCATCACCGTGACTGTGCACCCCA CTGTCGTCCTGTCGCTTCTCCTAT 65 127 209
2 798492 TCCAGTTGGGGCCCACCCGTGGTC ACTTCCATCAAGTGTGTTGGTAGG GATTCATTGGGTGTTGATAAAATGG 57 192 154
2 913839 AGGCAATACATAAAGCGTGGCAAT GCTAGGGAGCGAGGGATGGCGCAG GCCAGACTGCTCCTCCTTTGTC 64 136 214
2 1092161 ACAGATTCGTGTGTCAACCCTGGG GACTGCACGAACCCAATCTCCACC AGACAGATGTGTCCTGACAGGTGC 65 265 202
2 1161753 CCCGCCGTGGGCAAGACCGCTGCG CTCCCTGTAGCTCCTCCGGAAACA CAGGTGATCCAGGAGTACGAGCAG 65 237 143
2 1162252 TGGTGTGGGCCAATTGCGGGACTA ACAGAATGTTGAGATGAGCTACGT CACTAGACCACGAAACAATGTCGC 63 277 224
2 1211895 CCAGAGATGGTTATGAGAAGGTTT ACATACAGTTCCCATCGAGAGATA ATATGCACGCCTATTAGCAGGGAA 59 194 236
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2 1211937 ACATACAGTTCCGATCGAGTGGTG CAACACAAAGCCCCAATGCTCCCA AAGTGTATCATGTCAGGGCGGTGT 64 147 189
2 1315366 GCACCGAGTCCATCAGAGCCACTC AAGCTGAACATTCAAGCGGTAAAT ATTCTCGTCTGCACATAAGAAGGC 58 251 109
2 1315208 AACTACTGAGTGGCTCTGATGGAC ACCGCTTGAATGTTCAGCTTTTT CGACTGCTAGATAGGCACCTGGTT 61 195 326
2 1315339 ATCGCTTGAATGTTAAGCTTTTTG ATCATTGCGATGGTGACCGTGGGT TGTGTTGCTTTGCTCACACATGAT 60 125 181
2 1653992 GTGTATGCCAGGTACGTGTACTTT TATGCAGTCAAAGCGGATGGTTAC AGGCGCACATGCAGGTTCTACTTA 66 330 168
2 1730208 CCGCGACTCCACTTGTCCACACCG GCCAAGCAGCTCTCGCGTCTTTT CAAGGCCTGCGAGTACGACGAG 67 350 195
2 1859387 CGTGCTGCCCTGAACGGGGGTGGT CACTAAGGGCCAACCGACCCGTGA ACCGTCACCATGACTACAACCCTT 65 247 189
2 1859372 AAGAAGTAGCACGAGTCGGTTGGT CCACGACTACAACCCTTGGTACCG CCAATAATTACGTGCTGCCCTGAA 64 100 250
3 326790 GTGGTGCATCTGCGCCTGTGCGCA TGAGAGCTGAATTGTTGTGAAAGA TAAGCTCAGCGCATTCAACTCT 56 260 158
3 565144 CAGTGGTTTCCGCCAGCACCATCC TCTGCAAACAATCACTCGCTCCCG GGGTAGTATCTATTCCGGCTTCCG 64 168 115
3 596453 CGCCGGGCAGCAGCAACCGGCCTC TTGTAGTAAAGGCAGCCCTTGTGG CAACCTGTGAAAACTCGATTGGCT 60 195 104
3 718436 GTGCGCCTGCCTGCTTCCCCACTC AAGGGGTTTGATCATGTAAAGTAC ACGTCTCATACCTTTTGCTGAGCC 60 258 195
3 718639 CTCAGCAAAAGGTATGAGACGTAC TCATCTAGTACGCACGTTTTATTT CGGCATCGTTCAAAATTTATTTGC 61 146 116
3 1080539 GTGCATAAGCAGTTTTGGGGATAC TGAACCATGGAATGGGCTCCAAGT TCATATACTGCATCAGCGCATCCT 62 105 144
3 1080658 ACGCCTGGCGCTTGGAGCCCATTA CCCTTGCGTAAAACACTTGTCCCT CAACTGACAAATAACCGAACGCAG 64 166 100
3 1122543 ATGGTGAGCTCATTGTGGCGAGGC GCAACGGGCATTTTGCCGTGTTAT CACTTGACGTTGTGTTGACCTTCC 65 163 137
3 1149801 CTATGGATGGTCAATTTCTCGTCG TTTCAGAAATCAACAATCATGTTG GTAAGGGACACCGTGTATGTGCTT 58 231 142
3 1149699 GATACGTTCCCGACGAGAAATTGA CATGATTGTTGATTTCTGAAACTC TAACTGCATTGATGAGGCATGAGC 65 119 195
3 1149958 TTTCAGAAATCAGCAATCATGTTA CTAACGCTCCCTTAGTGCTGACAT TCATAGCTAGCCGTCCATGTCTTG 59 332 175
3 1150227 CGGGAATCTAGCTTCCCGGCCCAA GCATCGCCCTCTACCTCAGCTACG AGCTGCGTGTGAAGACTATTGACG 64 272 208
3 1253745 GAATTTACGACCCGGCACTTTGCT GGTGTCCACAGGGCTCAGTAGCCT GCCCATGTGTCTGAAGACTCTCAA 65 152 206
3 1260775 CTCCATGAGGTCCGGACAAACCTT AAAATGCCAAATCTTTCTCGCCAC CAGATGGCCAGATGTCAGGAGTC 65 125 208
3 1372448 CCTGAGTATTGTTTTAGAGAGGAA GCGTGTAAGATAGTGTGTACTTAT CTTCGTGCACTTCTTCCATACATA 56 170 221
4 105452 CAACTGCGATAATACCGTATATGG CACGCCTCAAAGAGTTCCAATACT GAAGCGGGGCTCTCTGTGTTTTAT 63 183 112
4 182163 GTGGCTGCGGTGTGTGCACTGAAT TTGCCGTACATACGGTTTCATGAT AGCAGCATTACACATTACCATCCG 59 257 212
4 417668 GCTCCGCTCGTAAGTAATAGAGGT AATGACAAGGCACGCCTCGGGCG TTCGCAAAGCGTGTATTTCACTGT 61 187 266
4 460616 ACGTAGCCTATGATATACTGCCTA AAAGAACGCACATACACACCTCAC TTGTGGTTGACTGCAAAGCATACA 60 254 115
4 460468 GCATGAAGATTGAATAGGCAGTAT CTAATGGGTGAGGTGTGTATGTGC TCCACATTATCGGGACTATGCC 58 184 316
4 468253 AAGAACCATACTTGACACCACTTT TACATGCCGCGCGGCCTTTCTCCC AGAAGTAGGGTAGGTAAAACGCCG 58 140 177
4 469086 GCGGAAAGGGGTCAGTAGTAGTGC ATTGTGTGCATGAAATCGCTAAAA TCATGAAGATGTAGCTTGATGGGC 64 219 309
4 469074 TGCAAAGACTCGCACTACTACTGA GCCACCGTGCTCTCATCACTTCGC TCGCTAAAGATAAGACTGCCAGGG 61 110 175
4 469139 GCCACCGTGCTCACATTACTTCGT GCCTGCTTCCCTGCTTAGCGCGGG TCGCTAAAGATAAGACTGCCAGGG 64 175 217
4 509407 TTCGCACAACCACACCTACGAAGA TTGAACCGTGGGCACGTGTGATGT GAACACAGCCTACAGCAAGACCCT 65 181 335
4 510179 TGAGAACCGTGTGTGTATGTTGTG CTTTCTCCAGCCCTGCAGAGCGCA ACATACGCAAGGCGGTATTACTGG 63 187 256
4 593889 CCTTCCCACCGACGGATCGCGGTT CATACTGCACTCGCAACCTACAAT GTTGGAGGGGAGGACTATAAGCGT 64 239 189
4 593826 GCACTTTCTAAACCGCGATCCGTC CCGGATTGTAGGTTGCGAGTGCAG CGTAGCAGTCTTCTCAACCAGCAG 64 184 228
4 629276 TGATGCAAATTCCGCCTATGTCTA CGAGCGCGGCAGGAAGGCACAGTG GAAAGGCTCTGACTGACGCTTGTT 64 121 228
4 770816 TGATGTAAGGAGCCATTTGATGGA ATGTTATTTTAATCCCCGCAAGCA ATGTACTTGGCATCTGAAGGCCAC 64 115 258
4 1299847 ATGGCCACTTCAGACTATACGTAA GTAAAGCGCGTGTTGTTCAAGGGC GACGCACATACGCATTCCTAACAC 64 142 110
4 1299833 ACACAGCAGCGCAACGTGTTGCCG CCAAATAGAGCCCTTGAACAACAC GAAGCAGTATAATAAAGCACCGGTCA 62 236 189
5 52011 ACAGGCCCGAAACCGCAGTCTCCC TCTGCTCTGCCCTAATGACTAAAT ATGCTCCAATACTACGGCTACACT 56 288 192
5 173250 TCTTATTATTGCGTCGAGGCCGCA ACACATTGACGATTACCGGGCTA GCAGCGCAGGTAGTCTTTACGAAT 64 289 185
5 173124 CTGCGGCCTCGACGCAATAATAAG TGGGCTTTAGTATTAGCCCGGTA TGTGCTCCTTGACATTCTCAATCC 64 117 233
5 173406 ACACATTGACGATCACCGGGCTAC GCGCAATTTGTAAAGACTACCTGT AAGCTGCAATCAAGATGAGTGGTG 64 356 200
5 173240 TGGGCTTTAGTATGTAGCCCGGTG TAGGCAGCACAGGTAGTCTTTACA GGATGCCCATACTGACAAGGAAAA 65 110 261
5 385188 GCCTCCAGGTACTGCAGAGTGCTT AGTGCTGTAGCGGCCCGGGTGTC CGGTATGGCTGGATACTGCTACCT 64 121 178
5 474228 CATTGCAGAATCTTGCCATGTTCA TTTGCGACAGGGGAACGCCAGCGC GGAGAGGTGGGGATAGGACAAGTT 64 222 106
5 474287 TTTGCAAAAGTGGAAAGCCAGCGT CATGCCTATGTCCCCCCTTCAAGT CGTGCCGTACCTGTACTAGGCTG 65 257 198
5 586912 GTGTTGTTGATGTTGTACAGTGGC GTGGTGATCGGACTTCGCTTGCAC GCGCCTACGCTCACACTTCTAATC 61 186 243
5 859759 GGCACGTTGGATTTGGCAACCTTA GCGGAAGCCTGGTGGCGCAAACCC AACACACTACTGTTCCGCCCTCTC 65 110 266
5 860569 TGTACAGTAACACAAATCGACTTG CTATGCTAGCTTTGGTTACTTTG AACAAGCGTCATTTGGCATATACT 56 274 211



5 865845 CATCTATCCAGTGTCCAAGATCCA AGCTAGCGCAAATGTCAACTTCCG CTCGGACCACCTACAACCTACCTG 62 114 242
5 865973 AGCTAGCGCGAATGTCAACTTCCT GCGCCGCTCACCCTTTCGGCGAGT GCTGCTTTCGAGTGTTTGGATCTT 65 168 203
5 951907 GACCGGTGGACTTCCATGGAGATG ATCAGGACATTAGAACATAGGGC AAAGAATCTGAATCAGGGGGCAAT 60 256 118
5 951878 GGTTCTAAATGTCCTGATCAAAAT GAGGCACGCCCAGGCCGTCCAAA AGATGCCATCAACTGTGTGGTC 57 137 281
5 1042578 TCCTCAGCGTGTGGACAGGGCCAC AATGCACATGCCGTACTTATTCAC CCACAGTGACACTACCTGACTCCA 58 245 195
5 1341607 AGGGGCCACATGTCACTCTTGTCT TCTGCCCGGCCGCCCCCATTTCG GTGGTATGGAGCTCGTGCACTTC 65 188 297
6 36177 AACAGCATTTGGCTTCTGAACATA GTGGAATGTTGGGTGAGGCGGTGG AAATGCGTAGCAAGAAGGGACAAG 62 180 220
6 202722 GCATTATGGCGACGTGACGCGGCA CACTGGTTTTGCCATACTGCCTCA CATTATGCTGATGCGGATAAGTGC 64 156 107
6 338526 GTGATACCTCGCATTTGAACATAA GCCTGCTTCCTGTGCTGTATCAAG ACTGCTGCTTTGCGTGAAGTTCT 60 175 216
6 339708 GCGCAGATGCTTAGATACGGCAAT CTATGAATCTTGTGTTCTTTGCAT ATGTTAGCTGGAAGCTCTGGGTTG 60 355 224
6 339689 AAACGTGCAAAGAACACGAGACTG CTGTTGTGCTGCTGTGGCCTGCCC GCAGATGCTTAGATACGGCAATGA 64 157 325
6 339925 GCTCGCAACTCTGTGGCAGGCCAT CTAACTTGCAATAAGCCCTTTCTC ATCGCAACAGTACTGCACCATCAT 65 207 149
6 339981 CTAACATGCAAGAAGCCCTTTCCA TGAGATCCCCCTTACATCTACACG CATCAGTGGAAGCACACCATCTG 63 204 148
6 339907 AAGTTTGGAAAGGGCTTCTTGCAT ACCTGTTCCGGCGTGTAGATGTAA GCCCTACAACAAAGCGAAGAGATG 65 162 224
6 389812 GGCGTTGGATTGCACATGCTGTAT GGTACATCGGCAGAGGCGGCAATA ACCTCCCAGTACGCCTTAATCTCC 64 178 264
6 390798 ACGGCTGCGGATCCAGACATAAGA CACAGCCGGGCGCTGCGCTGCAGG CTCTGTCCGCTTCACAGCCATTAC 66 100 154
6 545359 GGAGGAAGAGGAGCTTGAGACGTG GACATAGCCCGACATGTGAAACG CACATGCACTGCCTCTGTCACTC 65 217 169
6 545302 CGATGTCCAGTACTCACGTCTCAA GCCGTGCACGTTTCACATGTCGG GTTCCAGCTTTCCAGGTAACCGTA 63 105 147
6 586568 CGCGGGCCTGACGCCGTGACTTCG GGCTGACGTTTTCTGTCTATATGG TCTACACGGTATGGACAGCCATCT 60 149 120
6 586656 GTCAGCCAGTTGCGAAGTCACGGC GTCTGTGTCGTCAGACGGGTCAT ACTGCTTGTGGCACTTAACCCTG 61 272 224
6 833216 GTGGGAAATACAACCGTATGTGAA ATCCCCACCGTTGAAGGCACGTAG TCCATCGTCTTGCAGACTGAACAT 65 219 159
6 833130 ACATACGGTTGTATTTCCCACTCA GCGCAACTACGTGCCTTCAACGGT GTTTACATCAGAGTTGCTCCGCCT 61 173 242
6 833199 GCGCAAGTATGTGTCTTCAACGGC AGCGATGCAGTCACCAGTTTCACA GAAACTCATATCAGACACGCGACG 65 128 165
6 854558 TCCGCGCGTCCTCGCCCCATGGCT AAACGCACATAATCATCCTACCCA AGAACGTAGGGCAGGAAGTGTGTC 65 195 154
6 854707 AAACGCACATGATCATCCTACCCG ATTTTGTCGTTTGATTTTCCTGGC GAACTTGCAAGGGGATCTTCACAC 65 251 102
6 854684 CCCAGGAAAAGCAAACAACAGAAC AGGTCGCGCTGCCGCAGGCCATTT TTCCAAACGCACATGATCATCCTA 65 177 331
6 963978 CATGTCATGAACTAAGCACCGGTA GTCAGGCATATGTTAGAAGGTCAA TACCGGTGTAACCATTGTCAGGGT 61 204 167
6 964105 ACAGCGCTACCGGTGTAACCATTG CTCAAACCAAACCGCACGCGCCCG TGGGCTGTATAGTTCCCAGGAAGA 65 118 183
6 964485 CTGGCAGGCTGGGGATCGCTCCTT ATGGAGATCGCGATTAGGCCCCAC GTGACTGGTGCTGTTCATTGGAAG 65 223 150
6 1010114 GGATCATGTCCTGTGGCGTAAACG ATGCACAGTAAGGACAGCACACGG CGTTGTAAGGTGAAGGGAATGGAC 64 241 126
6 1009989 CATTGAATACAGTCGTTTACGCCA TGCCGTGTGCTGTCCTTACTGTGC CTACGTATGTGTGATTGTGCGTGC 63 147 251
6 1033464 CGGCTTTCTGCCCTCGCCTATTAC TTGACAAAAGCCTGGCCCTACAA TAGAATGCGTGTAAGCGTTTGTGC 65 230 107
6 1289723 TAGAGATAATGCATGTTGGCGCTC CCTAAGCATAGGTCGACGCAACTA ACCACAATTCCCATGGACCATATC 64 159 256
6 1314989 CCTACACACCCCGCAAACACACTC GTTGTGCACTACCCGCAGGCAGCC AACACGTATCATCACGAGGCAATG 65 171 248
7 543571 ATTCCTCTGCACTTCCATTCAAAA CGCAACCGCCTGCACTGCACGGAT GGAGCAAGACAAAGACTATGTGCG 63 129 159
7 549768 TGCGTGATTGCTATGAGGACGGAC CGCTCGGAACTTTCGGGAAGCGGG GCATATGAGCTGATCACAGGCTGA 65 187 301
7 574937 CGCTGTGAGGGGTTGTCGGCGAGG CGGAAAGGAGGGAACAGGTTGCAG CTTGTCCCACCACTGTCTAACACG 65 233 182
7 575350 GTATCGTGGCTGATACTCGGGTCA AGGAAAGACGAAGGAAATTTACCT AAGGCATGTAAACGCAATGTCTCA 61 327 216
7 575227 TGGGCAATTCCTGACCCGAGTATC CAGGCTATCCAGGCAGGTAAATTT TGTTAGACAGTGGTGGGACAAGGA 65 177 292
7 768889 CAACGCATAAATGGATAGGGATTG CAGAACGGAAGCAGGGGCAGGGGC CTGTACACAGCTGCAGTCAGCGAT 63 113 274
7 811760 GTCCGAAATGCATTATGGGGCATG TCCCTCATTATCAATCTCTACTCA AAATCCAGAAATGCCACTAGGATG 57 191 145
7 811880 TCCCTCATTATCATTCTCTACTCC CCGTCCTAGGGGCATTCCTGAATC TAAGCAGGACTCAATCTCGGGAAC 64 265 145
7 811750 CAAATCCAGAAATGCCACTAGGAT GATCGTTGGTTCCTGAGTAGAGAT CGGCTACCATGGTCTGTACAACTG 61 263 154
7 825417 GTGTGTTTGCACAAGTCGTGCGCT CGGGCAGCTTGGACTGTAAGTACA AACAGGGATAGGCGAGTGACAGAG 62 290 150
7 875880 ATCAGAAGGAGTGCTTTAGCATCT TTGCTTTGTGCATAGAGTCACCTT GTCCGACATGATTGCGAGCTACTA 64 196 139
7 876817 GGCGGCACGTCGGCGCTGGGGCGT CTTTGATTTGGAACGCGTGGGGAA ATCTCCCGCCCTCTTGTACTGAAT 65 238 202
7 907282 TACAGCGCAAGATTACGCTCGGCA ATTGTCTCTTACTTTCCATGCACT AGGCGTCTTGATTTCGTTGTTAAA 58 144 119
7 907247 GTAAGAGACAATCTGCCGAGCGTA TGGCAGCAAGCTGCCAGTGCATGG TATGGTTTCGTGGTCAGTTCGTTG 63 146 173
7 907319 ATTGTCTCTTACTTTTCATGCACC CATGCTCTTGACCAACATGGAGGT AGAGTGTCAGGGGAGTGTGTGTTG 64 240 203
7 1007151 GACAACAGCGCATGTGTTTCATAA CTGGCGCTCGTCTAGCGCCCAAGA TGCAAGACTGCAGCACTAGGTCTC 64 161 224
7 1220796 GACGAGACTTGCCCACTTCCGTCG ATTCACGAAAACGCACCAGTGGCC GCTTACTCAGGGACACCGCTTAGA 65 367 206



7 1220893 ATTCACGAAAACACACCAGTGGCT GTGAAGCAGTTTGGGGACAGAAGT GCTTACTCAGGGACACCGCTTAGA 65 206 109
7 1336729 TTGTCAGCGCATTGAATCCTGTGT ATACAGCAGCGCCCGCAGCAGGCT TCATCCATCGTCCATTGTCCTAGA 64 187 245
8 2114 TTGTCCATGCGTAGTCCCCTTCTG TTCCGCCCTAAAGCCCACAGGCAT CAAGACACGCTTGGTGTGAAGTG 65 107 173
8 215795 AGAGCCCTACGAGACCCTAACGAG GCGGCCTGGGCGCCCAAGCCGCTC TTGTGGTGCTCAAGGATAAGAGCA 65 127 190
8 215922 GGTGGACTGTAGGCGGCTTGGGCA GAAGGACAGGTCAAGGGGGAGGAA ACAAATCACGGTACCAAACACACG 63 266 215
8 387948 CAGCAGGCAACAGGAGTCACGTAT CATACCATATGAGTACCGCGACCG ACTGCATTTATCTTGAGCCGGTGT 65 136 180
8 388116 TGTGGTCAGGTTGCGGTACTCATG GAAATGACCTGATTCACACAAATT CAACAAGTTTCCGCTGTTACAAAG 58 299 191
8 387983 TGAGTACCGCAACCTGACCACAAT CTCAAATAAGAAAAATTTGTGGGA ACTGCATTTATCTTGAGCCGGTGT 65 171 294
8 438237 TTTGGGGTTTACCCGACCGCGTCA ACTCGGTTTTGGCAGGAACATGGA GAATGTCAGAGTGGGATTTCCAAAC 64 288 158
8 499204 GCCAGGCGAGCTGGCTGCTGGGCC GGGGAATGGTGCGTGACGATGAGA AGTCTCTGTTGTATGGCCTGGAGC 65 243 199
8 499297 GCGTGACGATTAGGTGCGCGTGAT CGATGTGACGTGTGGTGTGTGTGT CAATCCCAGTACACTTCAGACCCC 65 255 172
8 597189 CAGCAGCAATGAGGCCCGTATGCG AAGCCCACCGACGTCATCCTGCTG GAGTGGTGGTGGCGGTGATAGT 65 199 109
8 636947 ACATACACTCAAGCCAGAGATTAA GACAAACACATGACCCCAAGACCA CTCCGATGGAAGACAAGTGCTACA 64 190 141
8 636887 CTTGAGTGTTTGTTAATCTCTGGC GGCGGTGTGTGTGGTCTTGGGGTC AGTATCGATTACACCCACACACCG 59 158 206
8 815331 GAATAGATGTATGGAGATGGAATC CCAACCGCGTACAACACCATGACA GGAAGTTGAGGGGTTTATTGGT 55 157 265
8 815197 TCCATCTCCATACATCTATTCAAA ATGGTGTTGTACGCGGTTGGGCTC TGTCTCGTCAGAACAGCAAACACA 65 220 112
8 815320 GTGCACTCTCCTGATTCCATCTCC ACCGCCGTACAAAGGATCTTACAT GCATTGATCAAGTCACAGGAGCAG 65 197 274
8 869279 CATGGCTGGAGTCTGTCCGATAAG CCGCACTGACGCAATTGCAAGAGA GGGTTAATGCTTTTGTTGCATGGT 65 289 168
8 938422 CGGCATGTTGATCAAAATAATTGC GCGGCTTAATCTGCTGTAATGAAG CGAATGCGAAGCTAATCTGGAAAC 63 169 103
8 1021730 GAAAGCAGGCGTGGAGGTTGATAG GGCGTGTGACTGGAGGTGTTGGCC GGCTTTCCACGTTTACGGAATTTT 65 166 294
8 1094931 AGCCTTTTGGTCACATGGAAACCT TGTGTCAGTGTGAGGAACAGTAAC GGAGAGTTGGAGGTGCAGTGGT 65 166 212
8 1226311 AATTGTTTGACTTAGGCTTCATAA GAAGAGCCGAGCAAATTGCAGTTC CACACAGCGTCATACATCCAAC 56 104 150
8 1226473 ACGGTACTGAATCAAGGTGAGCGT CCCAGCCGGTAATGCACGCCCTTC CTGCCTGCCCTACAGACGAGACT 65 114 218
8 1226667 GGCGTTATTTCAAGTGCGTGCATG AGCAGGGTCACGCCGTTCACATAC GTTGGTGAGGCTGACGTGGAGG 63 301 224
9 179110 TAGGGGTTAGAGATGATCAGATGC GGATGGGTATTAATATAAGGCCTC CTTCCGCTTTATGTGCGCTGTAGT 60 100 254
9 179405 CGACAGTTTTGCCGAGTGTTGTGC CCATCCTTTTTAGCGGCCGCTATT GCATTTACCTCTCGAATGCCAAAC 65 136 237
9 365650 GATCGTCTGAAAGGCAATTGACGG ACATGGCGCCACAAACCAGGCGCG GTACAGCCACCGCATGTTCAAG 64 152 190
9 727366 ATGGCATCACTGGGTGGTACAAAG CGACGTGAGGGGGCACGGCCTGAA AACTAGCGACCGAAGCAAGAAGG 65 124 217
9 866084 GAATGGCAAGCTTGTATGTACTGT ACCGGCTGGAGTGGACTTGGTCGT CCGATAGCAAACGCTTCTACAATG 59 114 249
9 881670 CGACGTTGGTGTGAAGGACTGGAG TTGTATGCGATGAAGAAAGTGACT CCAACCTGTAGCAGGCAAGACTTT 64 194 312
10 94465 CTCTGTACACGGCATATCATTGAA CTCCAAGGGCCTAAGGGCCAAAGC TATGTAGTCCCGAAAACAGCAGCA 61 187 264
10 94616 AAAGACCACTTTGGTCCATAGGCG GGGATTGTTTCTGTGCAGTTACAA TCATAAACGGAATTCGACCTAAAG 56 161 103
10 468847 CCTCCCGAGTATTGAGGTCACAGC AAACCCTGTGCAGCAGTGCCGCCA ATGCAGGAGCTTTGAGTAGGCTTG 65 185 265
10 578252 TAGAAACACAGCACAGTTTACAGA ACCCTACGCCGCGTCCATCACGCA CTATTTTGAAAGCAGTATGCTGGG 56 121 160
10 941724 CTGGCTGCGTGTTAAGAACCACTC CCTTGCTGTTCAATCACCCCTTGT CTTGGTGCTGCGATTTGATTCTCT 65 184 264
10 942694 AAACACGCTGGATCACTCTACCGA CATGCGTTGGACCTCACCACACTC GGATGATGTATTGAGTGCCCCTG 64 165 232
10 1104287 CCTGACATGTGACTGAACACGTTG ACATGGGGGGCTCCCCGAGGGTGT GCCCGGCCTACAGCTAAAACTTAC 65 222 249
10 1104330 CCTGACATGTGACTGAACACGTTG ACAATTGCTGTGTATGTGCGTGGT GCCCGGCCTACAGCTAAAACTTAC 63 222 179
10 1104278 TGCTACTCATGGCTCAACGTGTTC CAGCACCACGCACATACACAGCAA GGGAGAGGTGTGATGCAAATAAGC 65 141 174
10 1116590 TGCAGCCCTCTAGGCAACACACAC GTTGCCACCATTAATACGTCACAA TGTCTGACTGCTTTGACAAGAGTG 57 239 192
10 1116535 ATTGCAGGGCTAGGTGTGTGTGTT GGCTTGTGACGTATTAATGGTGGC CGCTTTATCGAAATCCTGCACTCT 64 109 144
11 122476 TTACAAGTACCCGACTGTATGACT CAAATGACTTGGACCCGTTCGTTC CTCCAAATCATATTTACAGACGCC 56 177 266
11 181031 TCCTAACGCGACTTGCCAATTGCT CGCAAATTTATTTCTATTCTACAT ACCCGCCTTCATGGCTACTTTATT 64 111 185
11 209089 TGCTCGTCAGCGCCCTCCTCGGCC GACAAGGTGTAAAGTCAGTTGGAC GCATCGAGTTCACCACTGTGAGTT 61 210 133
11 234002 CGCATTGGCTAGGCATGGAACCAA GGTACTGGGACAGATCACTGGATG TAGTCCTTAGCACCTCCAACCTGC 61 333 206
11 299621 CGGGCGGTTGGCGGCTGTGCAACA AGCAGCAGTCGGGTGCAAATAGGA GCAAAACGCAAAAATCACAACAGA 65 263 195
11 392054 GGAATACTAAGGCGCAAGTACCAC TTGGCTCGGGAGCTCTCCCCGGG TTAAGTTGCCAGTAAACTGCCGGT 62 108 144
11 400747 ATCCCTACATCTGCAGCCGTAGAC GGCTCTTCGGTTCTTCTAGCTTCC TCTTGACACCGAGTTTAGAGTGCG 62 149 112
11 400738 AGGCGCAAGAGCTGAGAAGCTAGG CCTGACTCACTTGAGTGATGATCG ACTTTCTGAGGGTGCAATCAGAGC 65 116 253
11 636338 TGCCTCCACACATTAGCTCACCAT CAGGCGACGCTGCCCCCTTTAGAG GATACTATGTCGCAGGTCGGCTTT 64 110 175
11 646413 TGAAGACCCAATAAACACGTGCAC AGCTTCTAATATCTTTTGGTGCGC ACAGACGCAACACCCTTTCTTGAT 62 212 163



11 646347 CATCAGGTGCACGTGTTTATTGGG GTGCTGCGCACCAAAAGATATTAG CATGCATTGCAGGACCGGCTAC 67 124 172
11 803314 CCATATTAACGAGGTGGTCATGGG GCTCCTATATTCAGCCTAGCGCAT TGTTGATGCATGTGATGCTGGTAG 65 141 264
11 958320 CACCTCAATGAACTGCACGATGGA ACGCTCGATCTGGTCGGCACCCAC AGGACGAGATCATGGAGATGCTG 65 146 311
12 154289 GTATGTAGGGGAGTCATTACGGGA TGCTGCATCGAGCTGGTGCTCGGA CAAAAACCCACCTCAGAGCACTTG 62 163 224
12 185759 CGGCTGTCCGTCCGCGACGCCTCG CAGCTGAGTACGAGAAGTGTGAGG ACACCAACACCAACTCTTCCATGA 60 279 144
12 185746 TTTAGCCCAAGCTCACACTTCTCA TTCCCTCAAACACCAGCTCTCCAG CCCGTCAAGGAGCTGAACTAAACA 64 118 159
12 279708 TTGCATACACCGCCATGGGCCACG AAGGCCAAGTAGTAAGAAGCCCAA GTGGCAACCATTTTGATTGTGTGT 63 298 195
12 279688 GCGATGGGCTTCTTACAACTCGGA GTGGTTCGGACCCCCGGAGCGACC CCGCACCACCATTTATAGAGGCTA 65 197 274
12 395890 ACTTAAGCGCGTGCCGAGCATGGA GAACTGAATCTGTCCTTGAAGTGC ATAGCCTAGGGACGCAAAGACTCC 62 207 164
12 395973 CCCTGAAGTGGGCTCAATTGAGTC GCATACACCAGTCTCTGAAGATTG GTAGTAGATGTAGTGGGCGCAACG 64 216 146
12 395953 CCGTAATCTTCAGAGCCTGGTGTG AAAGACTCCGAGTCAGGGTGAGGG GTCACCACTAGCAGCACAGCACTT 65 173 212
12 396161 CGGCACTTGCCGTTCCTCACCCTA CCTAGCCTCTACTAATTACCGTGG ATCTGATGTTGATGGGTTGCATTT 58 324 165
12 395992 AAAGACTCCGAGTTAGGGTGAGGA CCGTTAGACAGGACCACGGTAATT AGGGTCAGCTCTCGTACCACAAAT 63 169 328
12 396235 TACTGATAACCATGATCCTGTCCG GGATTTACGTCCCAACAATGTGCA ACAGCGGTGTCTGCATCTGATGTT 67 170 105
12 666559 ACCGCCCATACCCAGGCATCGCAA CTCCATCCTTGACCCGTTGTCTTT GTAGTTGGAGACCGCCATTAGCAC 65 260 175
12 667079 CATAGCGACACCGGCAAGCCGCGC CGACGATGTCAGTTCACACATAGG TCAAATTCATCTGACAACAGCAGC 59 243 143
12 728586 GGGTTGCAGCTAGTTTGCAACACT TAGCAACGAGCTGGTGTTCGGACG GTCCTGCTTGTTGCTATTACGGCT 64 376 194
12 1035547 TGTTTGGGGGATTCATAAACTGCG ATCTTTAGAAGTGAGCGTGCTTGT GTTGATGTGCATCGGTTTATGCG 66 119 154
12 1078071 CACTGATAGCAGAAGGGCATGTTG GAGTTCAATGACGGATAGAGAGAT GGCGGCTTAAAACTACTGACAAT 56 262 191
12 1078061 TCAGGTAGCCGCCGTCTCTCTATT TGCGCATTCTGTGGGTAAGCATAC TTGATACTTGGCTGCGATTGTGAT 64 196 230
12 1078237 CATGATGGGCTATGCTTACCCACG CCATTGTCAGCAGTTTTAAGCCGG GCATCAATGAAATGTCAGCAGTCC 63 287 159
12 1096197 GAAGCAATACAAGAGGCAAACAAG GCACACGTACTACTGAAACACGCA GACTTCGAGGACCAGGACGATG 61 140 220
12 1179793 AGGGCTTGTATCTTCCAGGGGTAG TAGTGCAAGATGACTTGAAATTGC CTTCTGATTTCTGACTCCGGCAAC 64 181 346
13 401365 CCATGCACCATGGCAATGACCGTG GTATCATCAATACGTGCCGGGTTC AAGATCAAAACATTTCTTCCGCCA 63 227 185
13 441798 CGCTACACTGCATGCTAATCACTG TGTATGCTGTTCCTTACCAATCA GCTTGGAAACAGCATGGTATTGTG 63 156 110
13 473914 CCCGCTACCTGCGTCTATTGCCCC ATGCTTTACGTCTGCTGTGACGTA CTGATGCGTTCGTAAAGTACACCG 63 158 114
13 829967 GCCAGCGTGGAGCATGTGAAGCGG AGAAGTGAGGAGTGAGGGAGGCGG GGTCCAAACTACCTCAACCAAACG 64 253 192
13 987629 CTATCCCAGCACAGTGCTGCAACT TTCACAGACCTTTACAGACTTGAG AGAGCAAGAGCTTAGGTTGCATGG 65 202 157
14 245720 GTGGGGCACGCGGATGTGGGTGCA TTCTGACGTTGCATTATTAATTGA ACACATGATGAAAGGAAGTCACGC 61 297 189
14 382532 CACTTGGGTGGGAACTGGGACATT GGGACAAAGTTTACAGGATACCT GTTAGCTTAGGGAAGGTTGCAGGG 65 168 205
14 641320 ATCGATTGCGGTGTGTACTAGCTA CATGGTAAAGCGGGGGGTTGCTAG CTGCTCTTGCAGTGCTGTTTTCAT 65 172 134
14 682501 CTCGAAGCTCCAACCTAACGGCAA CAGCCCCCGCCTAACACCGCTACG GCCCAGCTATCTACATATGCGTCC 65 104 198
14 682744 CGGTGTGAGGCGGGGGCTGGGTTG CGTAAGCTTGTGATGTGACTCTTC ACGAATGCATCTATCGCACTCTGA 65 293 172
14 682798 CGTAAGCTCGTGATGTGGCTCTTT GGTGTGCACAAGCTGGTGTACATC CGAATGCATCTATCGCACTCTGA 60 171 117
14 682729 GCCTGCCTAAAGAGCCACATCACG GCCGATGTACACCAGCTTGTGCAC GATAGAGCGCGATGATAGTGAGGG 65 186 235
14 917519 GTATTGGAGCATGGCACAAACATT GGAGCAACTGTGAACGCGGGAACG AGACTCAGTGCAGACTCAGTGCAGA 64 152 238
14 972365 GAATAGCTGAGGTTTGGGTGTGGC GCCACGAGCAAGTGGTTTCAAAGC ATGGACGTACCTCACCACCACTTT 65 101 206
14 973471 TCAACCACACAGACACCTTTTAAC ACGCAATCGTGCCCTCTCCAATTG CCTTCAAGCCTAAACCCGGAAATA 65 233 174
14 973409 CTTTTGGTGATGCCGTTCCAGTTA TTCATACGTGGCCAACAATTGGAG CGGTGCGCTTTCTTTATGACCTAT 64 119 173
14 973463 TTCATACGTGGCCAAAAATTGGAT AAAATGCCAGTACAGAGACGTTGA AACACGCAAGGACTGAATCATCAA 65 145 214
14 973644 GAGTCAATTCGTCTACGAAGTCCG CGTCTCTGTACTGGCATTTTTTTG ACTTTGCGTTTTGGATTGAATGGT 63 105 190
14 973695 GAGTCAATTCGTCTACGAAGTCCG ACAGACAATGATGTAGCCCATCAC TTGCTGATCCTCCAACTGTGCTTA 65 264 213
14 973870 GCAGGTACCTTGTGTGAACCTACG GTGTCGTAGGTATTTAAGCACAGC GCAGGACCATTACCAGATTACACA 57 200 118
14 973777 AAATTTATGCTTCGTAGGTTCACA TGCTGATCCTCCAGCTGTGCTTAA GAGTCAATTCGTCTACGAAGTCCG 59 180 263
15 51675 ACCTCCGCGTTGTATCCCGGGACA ACTACAATGCTGATGGTCCGAAC TCACGCAAGTACAGTATGCAGCAG 62 275 188
15 51786 TGAGGAGAGCATTGCAATGCACAG CTTGAGTACCGTACATGGGCCAGG GATGTGTGGAGAAAACGGTTAGGC 65 253 201
15 92545 GTTATGCTCTCGCATGCCATGTCC GATCATAGGGGACACTCAGACGGA CAGCATATATGAAGCGTTCGATGG 64 100 165
15 168513 TGCTAAAATGCAAATGCGACATGC GGAGCCACTGACATGGATTGGCCG CTCAGAGAGTGGAGGGCCTCAG 65 117 247
15 168805 CAGCGGTCAATCGCACCGTGCGCT CCCTGTACACCCGGCGCAGTCACG CTGGTTGCAGTAGCCTCCAGTTGT 65 257 175
15 168793 GTAGGAAAGGGTGTGACTGCGCTA GCGCTCTGTTGTGGGGGTGGTTCG CACACCCGTCACTATCCAGCTGTT 65 151 211
15 329045 AGCGAAATGAAGGCTAGGTTGTAT GTTTGAGACAGGCGGGAGGCAATT AACCCAGATTCCTCTCCTAGAGCC 61 168 207



15 332646 CGTCTGCAGCCGCCATGATTGCAG CGATATTTTCAGAGCGACAGTACC GCTTGTGCAATTTGCGAGTACCTA 60 283 165
15 341749 CTTGAGCGGTAGCGGGTATTAGTG CGCTACCACACGTTTCATTCATAG AGACAGACGCCTGACGCAAATTAC 65 260 101
15 341569 TGCACTAATACCCGCTACCGCTCA CCATGCGAACTATGAATGAAACGT AATCCATCTCTGAGTTCCTCCGTG 64 100 266
15 390423 TTCATGTCGTTGCTCGTTCCTGAG GGATACTGGGTATCACACTCCGAT TTGATATCTGTGTTGGCTCGTTGG 65 168 287
15 597446 TGCGGCGACGGTGCGCCTGACTAT AATCTAATACTTACCCAGCGTGTA GAAGAGCATGTGTGACTGAGACCC 59 290 140
15 597423 CACACGCTGGGTACGTATTATATC AGGAAACTAGGCGGTGCTGGTGCT TTACACGTTCTATTTCGCCTGTCTG 59 197 278
15 600335 ACGAACAGCGGAAGGGCTTAGGTT CCTCTGGGCGGGCCGATTCGGACA ACATGCAGACTACAGATGTCCCGA 65 185 309
15 634884 GGCTGCACACACACGCACAAATGT TTCGCCATCAGATGATCAGACACG GGTGGTAATGGTGTGTTGTGGTGT 63 235 186
15 634827 CTCATGGATATGGGTACATTTGTG CTCGGGAACACAGCGTGTCTGATC ACTGAGCACTAACGTGCTGTCTGC 60 144 191
15 951461 GGGATCTACGTCAAGAAGTCAAGC ATAAGCAGCAAGAAATTTTGCCCA CCGGAGGACTGTAAACATGGACTT 62 113 160
15 951854 CTGACTGCATGTGTACAACATATG GCCAATCGCAACCAATTTCAACAT AGCTAGTCCAGCTCCAAGCGGC 64 287 224
15 951767 ATATGTTGTACACATGCAGTCAGG GGGCATATGTTGAAATTGGTTGCG CCAAACCAGTATCACACCTTGACA 58 181 251
15 951864 GGAGCTGGCGTACATAGGAAAGGG CCTGAGCCTGGCGGTCGCGGGTTT TGTACAACATATGATGAGGGGCGT 64 109 174
16 231976 GCGGGGCCAGCCTTCAACGCGCAA GCAAAGGGAGTTAAGCCCGAGTAA TGTTTGGAGTTCGCTGATGAGTTG 63 274 125
16 232081 GCAAACGGAGGTAAGTCCGAGTAT TCATCAGCGAGCTCCAAACAGCTA AACATGTCGTCTTCTACCCTTCGC 64 274 169
16 343681 ATGCAAAGCATGTATCCCGGGTAT GATAATGGGCTGACTTTCTTATTA TATGGAATTGCTGCATAGATGCGT 61 249 169
16 343670 ACATATTCGGATAAGTAAGAAAGG TTGCGAATATGGAAGTGCTGCATG CTATACGGTGTGCAAGTATGCAG 55 173 313
16 344068 AGCAAACCCAGTCAACAGCCCAAG ACCCCCCACGTCTAGATGCTACG CAATAATCGGCGTTGCTTCATTC 64 182 252
16 344242 CTGTCGTATGCGTAGCATCTAGAT AGGACTACACTAAGCAACTGGCAC GGCTGACAGCACACTATAGAAGGGA 60 209 119
16 440748 TGGGTGTAGTGTTGCTGTAGAAAT CGGCTGGCATGTAGCGGTCTCTGG GGTTACATGGACACATGCTTGGAG 59 195 365
16 470232 GTGGCGGGCGGGGGTGGTGGTGGT GCACATGGTGAACTGATTGGTATA ATGTAACCGCCGCTAGAGAGTGAC 60 293 165
16 487026 GCCGGAATAATCAGTATAAAGACA GAGGATCAACATTACCAACGTGAC CTACTTGACATGCCAGCTCAACC 58 107 172
16 512435 TGTCTCATAGCAAGCATCTGCCCG TCCTGGGGCAACAGCGACAACACA CTTTTGAGCAGTATGACAGCCCCT 64 150 248
16 512584 TACTGACTCTCAGTCGCGTGCGTT ATCACCATTGCATCCGGAAGTGCG GTGTAGCATGCCAGGAGAAGATGA 64 136 232
16 625954 GAGCAGGAGCTTAATGATGGGCTG AGTGAGTTGGTGAACAGAGAACGA AATAAGCGCAATTAGGGAGCAACA 64 340 219
16 626044 AGTGAGTTTGTGAACAGAGGACGG AAAGTCCAAGTCGTCGTGAGGGGC GCGGCGGCTTTCATTAACATATAA 65 289 199
16 626121 AAAGTCCAAGACGTCGTGAGGGGA TTTCCAATACAGTAGATTCGGTGT GCGGCGGCTTTCATTAACATATAA 65 199 122
16 626016 CGCACCGAATCTACCGTATTGGAG CACGACGACTTGGACTTTCTGTTC TTGTGAACAGAGGACGGTGTTAGG 62 184 101
16 671542 CGAGCGTTACAGCGAACAGACTGT AGATTGATTCAGCAGCAGGTGTGG ATACCGTACCCAGACGAACTCAGC 60 240 187
16 716436 ATGGTTAAGCCGTACGCAGCCACT CCCTTTGCTTCCGTCGCCCTCCAC TCATGAAGGTGCTCAAAATGAAGC 64 161 302
16 716680 AGTTTTGTTTGCAGCTTATATTGC GTCTTGTGGAGGGCGACGGAAGCA TTAGACGAATGTTTAGATGGCGGA 58 155 240
16 716661 GTTGGCAATATAAGCTGCAAACAA GGGCGGATACCCCTACCCCATCT AAGCAAAGCATTGAGGATTTGAGG 62 164 233
16 794362 GACAGTAATGGTTGTGTGTCATGC AGCTTCTCGACGAATGACCTTCAG GACAACCAGTCGGTCGTGAAGC 61 157 251
16 794456 GGCTTCTCAACGAATGCCCTTCAC AGCGCCGGGGACTATTCCAGCTAA GACCATGACAGCATGACACACAAC 64 128 254
16 950291 TGATAAGCCACCTTTGCAAAACCG CGCTGATTGATCTTTCATTTATAT GTCGTATTGGCACTGCACTCTATT 57 240 100
16 950268 GTATAAATGGAAGATCAATCAGCA GCAGTGTTAGGTGGCGTTGCAGG TACATGATGATAAGCCACCTTTGC 57 171 286
17 62986 GCGCTACACCAAGTTCAGCCAAAT TAAGCTACTGGGGTTGGCTTGTT ATATGGCAGCTGTTGGGAGTGTTT 65 221 157
17 104132 GGGAAGGATGTGCGCACATAGTTA GTTTACGGGAATGCGAAGCCTGAA TTCCCACTCCTAAGTTCACACGCT 65 317 206
17 104012 TCCCCGTGGAGGCTTAACTATGTG ATACGGTAGTTCAGGCTTCGCATT GGCGCAGTTAAGTCCATTTACCAC 64 134 240
17 104213 GTTTACGGGGATGCGAAGCCTGAT ACGTTTGACAGCCGGTGGCACTTC CTATAATTGCCCAGCCATCTGACC 64 293 212
17 104118 ATACGGTAGATCAGGCTTCGCATC ACAGAAGTGCCACCGGCTGTCAAA GCTATCATGTGAGGTGTACAGCGG 64 199 274
17 171281 TCGTCAGCAACACGGCCTTCTAAA GTCCGTCAGGGTCGGGGCTTCGTT CAAATTGTGGACGTCGAGTTGAG 64 146 282
17 211862 CCGCCCTGGCTTTCGCCGCCAGCC GGCACAAATTCAACACATTGCTTC GTTTGTATGGTGACTGATCGACGC 64 364 204
17 1016428 ACACCGTCACACGTCCAATGACAT AGCTATGCGACACTATGTTACCCA GACAGATGCGCTGTAGTCTGGTTC 59 155 105
17 1016355 ATGTCATTGGACGTGTGACGGTGT CCAAGCAGTTTGGGTAACATAGTG CTATCACCTGAGGCTGAAGATCCG 65 131 191
17 1016415 CCAAGCAGTTGGGGTAACATAGTA GACGTGTTTGTGTGAAATGCTAGG CTATCACCTGAGGCTGAAGATCCG 61 191 315
17 1016539 GACGTGTTCGTGTGAAATGCTAGT GGAGACGAACAGTCGAGAGGCTGC CACGTCCAATGACATAACTAGGCG 62 199 290
18 52586 AATTACTGTGTGCGTGAGCATTTT CGTTTTTACGTGTGCAGGTTGCGT ATTCGACTCTTCGTCCTTTTGCAC 62 222 265
18 52523 AACAAACACAAACAAAATGCTCAC AGACGCAACCTGCACACGTAAAAA GTGCTATGGGAGGACTGTAGGCAG 64 178 125
18 52576 AACAAACACAAACAAAATGCTCAC TCGTGAACAATTATGCATGTCTA GGCGTGAGTCAGAAGAGAAGAACA 60 154 240
18 157682 TGCATTCTTTGCAATACTAGCCCT AGAAGGTTTGCATGGTGGATGATG CAAAATCCCAAAATCGCTTGAAAA 65 270 155



18 157557 GAATCTTCGCATCAGGGCTAGTAT TTTGTTCACATCATCCACCATGCA GGATGTGGAGTTACAGGAGGATGG 62 192 302
18 246957 ATGCCCACGTTCGCCCCCGGATGG AGGGACCCAACGCTCTGCTTAGCT GCTCCATGCTTCTAAGTAGCCGTC 64 307 199
18 247122 AGGGACCCAACACTCTGCTTAGCC TCTGAGCAATGACCGCTACTTAGG TCTGTATCCAACTTGGCAACTCCA 62 347 182
18 247204 TCAGAGCAATGACGGCTACTTAGA ACATAGGTACAGGTTTTGCTATCC TGATAGAGCCCAGCCTGTGAATAC 58 246 164
18 247096 AAGTAGCCGTCATTGCTCTGATGC TGGAGCCGGCCCATTGGATAGCAA TTCTCGATGACTAGACCTGAGCCC 65 111 211
18 444769 AGCCAAGATGTGGCCCTGAAGCTT GCGCCTTGTCACTGACGTGAAGTG CTGATATAGCACGGCGTAGCACTG 63 219 184
18 453786 ATGCACAGTGCCGTGCTTATTGAT ACCGCACCCATTATAGCCTTATTT AATTTTCTCGAAAGTGCATCGTGG 65 159 236
18 453698 ATAAGCACGGCACTGTGCATATG CTTAGGCAAAGAAATAAGGCTATA GACTCTGTCTTTACAGGGGCAAG 56 208 146
18 585992 GGAGCAGGAGGGGGACAGGGCGAC ATTGTGAGGTGCAGGACAGGCATC CCTCACCTCAAACCGCACCTAGT 65 278 224
18 628562 ACCATCCACACAACTGCAGCTCGC TATACCCTCGACACATGCCATCCG GTGCGGCTGCTGGTAGAGAACTAT 65 175 131
18 629191 CATGTGCTGCCTTACGCCCACCCA GCTGCAGTCGAACACTAAGCACAG TCGCTCGAGTACTTTTAGAGCGGT 62 249 125
18 847630 GTCCGTCACCGCAAATGCTGTCAG AGCAACTACCCCGGTGACTGACAG TTATTGTATGCAACCAGGTTCCCC 64 291 132
18 901691 TTCACTCAACGCTATTATCATGGT TACAGAGGCTTGGAAGAAGTCACT TCTTGCATGTAGTATAGTCGGGCG 60 200 149
18 902191 CGATTCGATTCAGTACGTGTATTT GTTCCATGCGATAGGGATGAGGGC TGGTATGAGCTACGGAGGATGAAA 59 136 261
18 902248 CGATTCGATTCAGTACGTGTATTT TCCTGTGGCTGGTGTTGAGTCTCG CAGCTTAAAGGCTGTCGCTGGC 65 196 139
18 1053527 CTATTGAGATTAGGTGCCTGATTA TGCAAATGTGCATGTTTGGGCGGG ATAGTCGCTATTGACGACATGC 56 107 155
19 127902 CTTAAGCCCATACTACTGCGACGG CAATCCCTGATTCACCTGGTTAAA GTACCAGGGAGTTTGAGCTGCG 65 192 318
19 128028 CAATCCCTGATTCATCTGGTTAAG TGTATCAAATACGTGCATGTACG TAGATGGTAGACTTCGTAGCGGGC 61 121 166
19 156436 TTGGCACACCGCCACTTCATGCGA AACGCACCCTACCCCGATACGATT GTATGCGCAACTACGGAGACGTG 66 189 130
19 284243 GGGCACCCAAGTGGAAACACTCAC CTGGCTCCTTGCCCACACAGCTCA GTGCTGCTGACGTGGTTGACGAG 69 157 216
19 525180 ATCACCAACCAAAACAAAGCAAAA ACCAAGAACTGCACACGCATAGCC ATTAGGAGGAGTGTGCGTGAGTCC 63 186 245
19 973949 TTACATGTAGGGGTCGATTTGTTT CAGCAACGTTTACCAAGTCACAGA GCAACAGTGTGGAAGATGGTCGTA 64 208 121
19 974007 CAGCAACCTTCACCAAGTCACAGT TGTTGACTAACTCAATCCGCGCCG GCTGAGCCCCTGACCCGTACTT 67 192 134
19 973933 GGCAGTGACTGTGACTTGGTGAAG TATTGGCGGCGCGGATTGAGTTAG CCACGTTACATGTAGGGGTCGATT 65 123 180
20 103456 GGCGGAGTGATTGGGATATGATGT GTTGATGCGGCGGCTGCCGTGGCA CAGTCCTAACCTCCTTGCTCGAAT 64 200 259
20 103588 CCGCCGCCACGGCAGCCACCGCAC ACCACGTCAACATCCACCACCCAA GTGGGCGTTCTTTTTGAGAATGAG 65 217 163
20 108607 CCATTCATTTCATATCCGCGTTGC AGTTGAGCTAGCGTCCCCAAAGCG TTGGTCGCAACATTTTCATAGACG 65 116 172
20 108684 CCATTCATTTCATATCCGCGTTGC CACATCACAATTGTCGTCTATGG ACGTTTATTAGTGGCCTTGGCTTG 59 276 199
20 108673 GTCGCAACATTTTCATAGACGACA TCTTTCCAGCCTGTGAGGCCCGCC CTCCATTCATTTCATATCCGCGTT 63 115 163
20 112848 TGGGAGATAGGGGTTAACATGGGG AGCCCGCTGGCGTCGCCGATCTAC TTCCACAGCATTATCCAGGTACGA 64 115 212
20 118234 TCCATTAAGACAGCACTACAAAAG TCCACACACGCAACCACACTCCTA GAAGTGTGGCTTGAGTGGTTGTAG 57 166 209
20 144549 ACCCATCTTGCCATCACGTGGTGA ACAGATGCCGAGAGCAACCCCAGT GTGATGCCGATGTTGTATCCGTTA 65 235 167
20 144676 ATAGATGCTGAGAGCAACCCCAGC CCACGCAACTCGACAATAACGGAA GCTGTATGCCGGCAGAAATCAT 63 311 184
20 144527 GGCTGGGGTTGCTCTCAGCATCTA CGTTATTGTCGAGTTGCGTGGCTA CGTCTGACACAGCAGTCCAACGTA 66 137 260
20 144730 CCACGCAACTAGACAATAACGGAT CTAACATACACCACCAAGCCCCAG CGGTACGAGATCGGATCAGTCAG 65 258 204
20 144650 CGTTATTGTCTAGTTGCGTGGCTT CATTAGAGCTGGGGGCTTGGTGGT CTACCCTGTGCACAAGTTTCGTCC 63 190 256
20 144962 CAAAACGCGGCCGCCGCGTGCCCA CCCTTGAGTATCATGCCACACATG CTCCTCGTCGTAGGGTGTTGACC 66 283 120
20 393894 GGTTCAGGCTACGTAGCTTGCAGA CCCTGCAACTATTGATGGAGAGTC ATGAATACGCCTCTGCGACAGAAA 62 323 223
20 393870 ACTCTCCATCAGTAGGTGCAGGTT CCAACCCGGGGTCGCTCTCCGATA GAGGTGTTAGGGACATTTGCATCC 62 101 160
20 393943 CTGCATTACAGCATCGAGCCAGGT CCCGTTTGCAAAACCACCAGGGGT GAGGTGTTAGGGACATTTGCATCC 64 174 206
20 493723 TTCAGTTGATAGCTGTTGGGGCTG GGCAACGCTATGCGATGTTCTTAC ACTGTACTCTCCTTGCCTCCGTTG 65 309 190
20 536523 CGCCGCGCATCGTCTAACCAGCCA GTCGATGCTCTAAATCCAGGCCCT GCTAAACAGTAGGCAGTGGGGAGA 64 291 202
20 536419 TGGTTAGATGGCTGGTTAGACGAT TAAGGGCCTGGATTTAGAGCATCG GTATTACAGGCCACGATTTCCACG 63 106 189
20 714633 TGGCGCAGAAACTAGAGCACCCTC AGAGAGGTGGAACATTGGTGCAGG CAGGATTGCACACACTTCAGGATT 64 223 144
20 714746 AGAGAGGTGGGACAGTGGTGCAGT GATGTGTAATCCGGAAGTGTGGGT CTTTGCGCCTGTATTGAGTTTGGT 62 282 169
20 714620 CCTACCAGCCACTGCACCACTGTC GCACACACTTCCGGATTACACATC GCACTCGTCAATACGTGGTACTCG 65 160 263
20 923308 ATAGCTAGCAAATGCTGCCCACGG AAGCAGAGCATGAGCAGGAACATC CTGGATTCTAGCTTGCCGGTGAC 66 193 323
20 925915 GTGCGATACGATTGACCAATTGAC CTGGGCGCTGCTGTGGGCGCAAGC GTCACCACCGTAACAAGGCAGAGT 64 164 309
21 5519 ACGCCGTGCGGAAAGCATGTGTGG GGAGGAGTTAATTCCACCTGTAAG TGTCTGTGAACCCACCTGTCCTAA 61 269 128
21 5365 ATGCCTCACACCACACATGCTTTC GCAGGCCTTACAGGTGGAATTAAC CGCGTTATGCTTGACTAGGACTGA 64 137 274
21 297303 TGTTGCTGACTAAATATGTGTTTG AGTCTGCAGTGCTTCTGCAGTTCC GCTGATGGAGTACAACCGAAGAGC 61 189 145



21 297290 AAGCATCGCATAAACTGCAGAAGG GCACAAAGACAACGCATATGGGG GCATCTTATGCGCTCCCAAACTTA 65 115 169
21 354926 GCCCAGATCGCCGCCAAGGGCAAC TGCGGTGGAGAAGAAAATGAGCG CGCGTGACGCCTGTTTTTATGTAT 66 296 175
21 354793 CAGTTAGTTTAGTTGCCCTTGGCG TCGCTCATTTTCTTCTCCACCGCA CTTAGTGCTTCTCGTCCGCTTCTC 64 158 268
21 645943 ACATCGGGTGTCCACAAATTCATA CACACACGACACAACCGATACAAA TTTTGCGAACACATGTTGAGACAG 64 289 223
21 645864 GCGTGTTGTGTATGAATTTGTGGA GATGGGTTTTTGTATCGGTTGTGT GCAGTTGGTATCACCCCTACTTCG 64 168 232
21 645928 GATGGGTTATTGTATCGGTTGTGA GCCGGTGCGATGGGGGGAAACAC AAATCCGTCAAGAGAGCAATCCAC 61 181 250
21 676874 TGCGAGGGGACATAGGTTTCCATA CAGAATCTGTGGAGTATTTTGTCA CTGACACCCTTGCTGCAACTACA 64 185 305
21 676994 CAGAATCTGTGGAGCATTTTGTCC GTGCACAGATATTGGGCTCACGTC ACTGTAGAACCTGCCGCTCCTTTA 64 166 289
21 677199 TGAGCCCACAACGTGAGCCCAATG CCTAACCTGCTGGTCACCGCTGTC CTTGGTCTAGAGGACTGCGTCGTT 65 213 145
21 677117 GTGCACAGACATTGGGCTCACGTT GTACGAAGCGGTGACAGCGGTGAC CAATGTACTAGCAGAGGTCGCACG 65 173 244
21 789516 GTTTGGAGACGGCTGCTGTGTCAT AGTGCGCCCGCTACATGTGACGCG CTCGCTCAGATTGGTGAACTCGAT 66 195 283
21 789668 CTTCCGCTGACATGCGTCACATGC CCTGACAACTTGGATCAAGCACAT GACTTTGCGGAAGTTCTTGTAGGG 63 165 112
21 789653 CCTGGTGTGTGTGCTTGATCCAAA CGCTGCGGATGGCTCGCCTGGCAA TACCTCAGCGTTAAGCAAGGATGC 65 193 242
21 789735 GGGACTTTGCGGAAGTTCTTGTAG GCGAGTAAATCATATATTCGCGTA ATTTGGATCAAGCACACACACCAG 64 107 157
21 1011380 ACGAAGGACTTGTTTCGCTTTTAC TAGGGAACTTTCCTCTTGGGATGC AGTTAGGCGGGGGCATTTGTAATA 64 285 220
21 1011294 TGGTAAAAGCGAAACAAGTCCTTC GCGCATCCCAAGAGGAAAGTTCCC TGTGTCGTCCAAGCGACTAGAGAG 62 167 232
22 280604 CTGGGCATTAGGGGCCAGGGCCGT AAGCCAAAGCCTGCGGCACAATGG CCGAAACTGGCATACTCCCACTAC 65 352 207
22 280800 TTATCCCACATGTTTCCCGCATTC GCGCAGCCAGCAGGCGGAAGCTCT CAGTGCATGTGTTTGCATATGAGC 64 197 244
22 328749 CATACCATATGGCGAGCAAGTCC AAGCGCAATTCAAGTGGAACGCAT CCAACCATCCTCGCCTTAAACATA 64 111 171
22 328675 CAATCAGTAGTGCGTTCACTTGAG GAAGACTATGACTTGCTCGCCATG TGACGTCGTACTATTTGGCAAGGA 61 114 173
22 457916 GAGACAGGAGCGTCTTTACGTGAA GTTGCGTCTTTTGATGTGCGGGTT TACAAGTGACGTACAAACGGCAGC 65 199 155
22 457853 AGTTTTCACGTAAAGACGCTCCTG AAAACCCGCACATCAAAAGACGCA ACAAGACTGTAAGTAGCGGCCACA 63 158 200
22 457895 AAGACCCGCACATCAAATGACGCT AACGACAGCCGTACAAGTGACGTC GATGAGTCAGCGTGTGCATTTAGC 65 100 240
22 605650 TTGCTACGTGGCCACTGTCGTACC CAGTTAGTTTAGAGTAACCCGTG AGGGAGATCTTGAGGGTTACAGGG 60 214 157
22 659172 ATCCCTGAGTTCACAGATGTACGC CTGTGACCGGGGCTGAACACGGTG ATTCGGTAACAATCCGCTGACACT 65 193 100
22 659064 CCCGTGTCGCGTACATCTGTGAAC GCCAGTCGCACCGTGTTCAGCCCC GAGCAACAGGCTGTGATCTGTGAT 65 107 200
22 659387 TCGCGCAAGGGTGTCAATGCTCGA GTGCAGGAGAGCCAACCCTGACTT GGGGCTCGAGATTAGGTGTACTGA 64 258 204
22 659371 GTCAACTTAGTCAGGGTTGGGTTC GGACCGTATTAATGTGAATGGCGG GCATCAGATGTGCGTATTGGGTAA 62 138 179
22 659471 TACTGCCGTATTGCCATTCACATG CCCCATGTCATTGCACTTCTACTT GGGGCTCGAGATTAGGTGTACTGA 64 166 120
22 659412 GGACCGTATTCATGTGAATGGCAA CTCCCCATCCACTCAAGTAGAAGT GCATCAGATGTGCGTATTGGGTAA 65 179 229
22 841345 AGTACTTCGCGGATGCTTGTGTCG ACGATGGCGTGTGATACAGTGAGG CGCCCGTACAAAATGTTGAAAGTA 64 145 112
23 36325 AGTGGTTGTTTGAGCACGGTTTTG GGCAATGTAATACATACCTACACG CATGCATGCGCGATATGGTACTT 66 120 171
23 88009 ATGTGGATACCCTAATACAGTGCG GCTCCTACAGCAGGCCTACATAGA ATGAATGCGACATACCAAGAACGA 61 148 327
23 88353 GCACCTATGCAGGCCTGCTGTAGA TGCAGCTTGGCGGAAGATAGGCTC TTTGAGAACGTCGCACGTACATTT 63 245 100
23 88558 AAACCATCTGGCACGAATCACATT AGGGTAGGCAGCGCTCGGCACCGG AAATGTACGTGCGACGTTCTCAAA 64 175 245
23 119887 GTGATGAAGTGGCTGTCGGTGACT GCTGCTGACTGGGCGCGCTGTAGA ACGCACGGTACATGGACGAATAGT 65 104 215
23 161427 GGCCTCCCGTCGTTGACGGACTTA CACCCCGGCAGCTACGGTAACACG GGTACGGAGAAGTGCACCCTAATG 65 240 123
23 161667 ACACCGCACGCCGCACAATACGCC CATGGCACCAATACCGTTAACACG GAAGAACCTTCCTTGCTTGTCGAA 65 158 128
23 971638 CATGGAATGTGTCAGGGTGATGGT CGCTGGAGACAGGCTGCCACGCTG ACAACTCGATTGTTTGCATAACGC 64 200 242
24 272886 CCAACACGTAGCGAAAAGCGTAAG GCTTCATAGTGCCACTTTCCCTTC CCGTCAGTTGCTATTGGTGTTGTT 63 173 115
24 272817 GACTGGTGACTGCTTACGCTTTTC TGCGGTGGAAGGGAAACTGGCAC TTAAACCCACAGCTATGTTGCACG 63 111 165
24 969198 TGTCTCAATGATCATGATTATTCA GAAAGCACTTCTCTCATCCCTTTT TAATAAGCCCCTGCTGACACGATT 64 242 146
24 969182 CAGCAGTGAAAGGCATGAGAGAAA GAGAGCAAGCAGAGCTGTGAAGTA TTCCTCGCCTCTCAAACCTATGTC 64 147 209
25 375379 CCAGTTATCAACATGGACGCTACG GGCGGTGATGCAGGAGCCCGGTAT GGGAGCACACAAAAGAACAGAACA 64 179 259
25 390276 AGCGGGCCACAGCCTGCGGGCGGT AACTGCAAAATTGGATGCTGGCC GACAGCTCACCATCACCATCACC 66 346 178
25 396407 TGAGCGACGCACAAACGGTAAATT AGTGGACGTGGCCAGGAGTGCTTT CCATGAGGGTATCACATGCAACTC 64 264 220
25 396345 CGTCAAATTTACCGTTTGTGCGTC ACGTTGAGCCAAAGCACTCCTGGC CGTCATGATAGCAGAACCGTGG 64 199 248
25 396891 GTGTCGTCGTGTTCCATCAAGTGG ACCCCTTGTTGCGATGTTCAGTTT TACATGATAGCGGTCATGGTTTGG 65 221 150
25 396805 GAGGCTGTCCACTTGATGGAACAC GTGAGAAACTGAACATCGCAACAA TGAACCTAAACTTGTCAACCGCAA 64 182 250
25 396873 GTGAGGAACTAAACATCGCAACAG GTGGCGGCAAGGCGGTTGCCCGGG CACAGTCACACATGACTCACGGAC 62 197 243
25 414564 CGCACTTCCCGTGCCCGCGGAGGG TAATTCCAACTCAGGAGCCGACCG ATCAAGATCCCCAAGGAGGAGGAG 66 273 189



25 414545 ACGCAGGACGAGACCAGCAGCTGC CTACGGTCGGCTCCTGAGTTGGAA GGGAACCAGCATGCCCCTCTAC 68 252 166
25 432253 ATGCTGCATAATGGCATATCGTAA TCTACGGGATTGGCTGACATACCC GTTGTACGGCAAGATAGTGGGGG 62 152 279
25 432107 GGGGGCTGGCTTACGATATGCCAT GAAGGGTATGTCAGCCAATCCCGT CAGAAGGTAGCGTTTCCAACTTGC 65 282 149
25 432302 ATGCTGCATAATGGCATATCGTAA ACAGTACCATCGCCTCGTCGCCA GTTGTACGGCAAGATAGTGGGGG 65 152 103
25 494155 AACTGCTCTTATGTGCTTGGTAAA TCCAAATCTGACAGCTGCGCAGCC CAAGCCAGTGGAGTACCAGCAG 59 119 153
25 555893 CCCCTTAACGTACTCGTACATGCT CCGCGCTCCACCCCAACGGGGCGT CGTGACCTGTGACGAATAGTACGC 62 181 241
26 88742 TCGTGAGATTTCAGACAACAGGTA AAGGGACGTGTCTTCAAACACTAA GAAGTGCTTGCTAGTGAATGCGAA 61 146 212
26 88856 CATCAATTGTAGTGTTTGAAGACT TATAGCGCTGAAACACGGAAATGA AGTCGGGCTAATTTACCTGGATGG 65 182 149
26 234037 GCTTTCCCCTCTCGCTACGCTACG TTCCGCAACTGGTAAACGCATACG ATCAACTCAGGTGTCGGTGAGATG 62 386 215
26 233851 GGGAAGAGCGTAGCGTAGCGAGAG CGTATGCGTTTACCAGTTGCGGAA GCCGTATCCTGTATCCTTGTCCTG 65 164 327
26 235352 ATGGGATGTGAGCAGAAGAGAGAG GTAACCAGGCGTCGAAGTCAGAAT GTGCTGGAGGTATATCCCGCTG 63 162 246
26 281941 GACAAAGCAAGACTGCTTAAGTGA ATCTCCCATTCTAAATTTATACTA TACTCAACACACTCCTTTCTGGGC 60 168 230
26 413263 TCAATACACGCTAACACCGTCAGG CGCTCGATGAAACGCACAACTACG TTTTCTCTAGAATTGAGCGCGTCC 64 275 121
26 413086 CCTGACGGTGTTAGCGTGTATTGA CGCTCCGTAGTTGTGCGTTTCATC CAAATATTACGACAGACAGGGCTGG 64 130 289
26 698702 GCTTCTTAAACCATGGCGTCCAAA CCTGGAATACCGACCCACCATTTG TAGGGTAAGGCTACCGGCGTATGT 61 303 175
26 698747 CCTGGAATACAGACTCACCATTTC TCATAGTAAGAAATGTGGTACGCT GGGGTGCATGTAGGGTAAGGCTA 65 185 140
26 698689 GGGAGCTGCTGAAATGGTGAGTCT TGCAGCGTACCACATTTCTTACTA TACCTTGCTGCAGTCAGTCCAGTC 65 111 149
26 705761 CTGGTGTTCGCTTTTTGATTTGGC GTTTGAGGTCGTATGCGCCGCAGC GCAGAGGAAAAACTTCCGTGCATA 65 138 183
26 717802 GTGGATTTTATAGCTGCCCGCTAA CAGCATAACAATAAATCGTTTCCG AGGTGTTTGACTTGACTGCTGAGG 64 217 111
26 718343 GGACGGCCGCCTGCGGTCAAACGT CGACCCCACACACATCCGTTTCAG CCTTCTCAAACACCTGGTCGTACA 64 206 140
27 30796 TCGGCGTAAAGAGCACAGGGCAGT GAGGGTTGATATTGTACAAGGTAG CGCACATCATTGAAGAACAACACA 64 231 174
27 30832 GGTAGCTGGCCATACATCGCTAAG ACCAGCCCCGTGGCCTGTGCAACT CGTAAAGAGCACAGGGCAGTGA 64 136 170
27 160967 ATGGTGTTGTGGCGAGACATGCAG GTCAGGATGTAAGCGGTAGAGCGG CGTGCTTTCCTGTGTCCTTAGTCA 64 209 160
27 276352 AGTGTGCGGGCCTCACAGCAAGGT ATCCAACATTCAAAACAAACAATC TGCACAGCTGATAGGGATATGTTC 57 343 196
27 276192 CTTGTGGTCGACCTTGCTGTGAGG TGAATGTTGGATTGTTTGAACGCA GCCATGGAAAAAGGACATCAAAAC 64 196 321
27 546007 GCTGCAAATATGTGGAATAACTTT GGCCGGGACGGCTCGACAAACTCG GAATGACGAGGATTGGAGTGACAT 58 147 221
27 546323 CTTCAAAAATATATAATGACGATC TCATGGCGTGTAAGTCGCTCACCT TGACGGTGTCACTTGGGTTCTTTA 64 325 197
27 546483 TCATGGCGTGTAAGTTGCTCACCC TCAGAACCCTTTTCAAAGAACCCG AATATCAGCTTTGTGCTTGGCACG 62 260 100
27 546315 TGTAGCAAAAATGCTGGGTGAGCA TGACGGTGTCACTCGGGTTCTTTG AATGACGATCATGACACGCATCAG 66 153 311
27 546473 TGACGGTGTCACTTGGGTTCTTTA GCAGGCAAACGGGCCGTTTCATAC ATTCATGGCGTGTAAGTTGCTCAC 64 199 243
27 673791 TTGGTGCAGTTGAGATTCTGCTTC TGCGAGTCCGTTGGTCCAGCAAT TGTAAGCTGCCCAAACCATATTCC 64 166 202
27 685026 GCGTGGATTAGGGGCGGGAAGCAG AGGAACCAGGAGGCGGGAAGCAC ACGTCATCACAACTCCCATACCCT 65 157 114
27 692203 GTGGGCACGTAGTACGCCAGTCAG AGCGAACCGGGTGACGGTCAAGCT GGGGGCTAACGTCAATCCTTATTC 64 130 276
27 755809 ATGTATGTGCGGGTGTGCGGGGTC AGAGCCGCACTTGTTCAATACTTT GTGGAATTGCGCTCTGATCTTGTT 60 244 110
27 756528 TCCTCACCGTGGTGCAGGAGCGAA TACACTTTAATGCACACTGACTGT ATGATGATTTGATCCCCATGCTCT 64 158 116
28 112345 CAGCCGCAACAAGGTCAGCGAGCC CACGCTATTGCATGAAAATGACAA TGTTTTACACGTGTTTCGGCAAAG 65 166 129
28 112334 CTATGGGCTCTCCTGTCATTTTCG GCTGGAGAGTTATGGTAATTACGT ATCTTCGTACCTCCTTCAGGCGAC 65 175 240
28 137912 CAGGATGCAGACGTCGGATACAGA GATGCCGGGCTTGTGGTTTCTTTT TGTCACACATGAGGGTTTGAGTGA 65 342 193
28 137951 AGAGTTGACTGCGGTGATGCCGGA CTGACTTAAGATGGCTGATTGTGA TGCACTCTGCACATGTGTTCGTAT 61 240 187
28 137887 AAGAAACCACAATCCGGCATCACC ATTCACAATCAGCCATCTTAAGTC AGGATGCAGACGTCGGATACAGA 65 170 213
28 142685 ACGCCACAGCATTAGCGGGCTTAA GAAGCCAATTGAGCTTTTCAACCC TGCACATCTACAGCACTCAAGCAG 62 235 100
28 142537 CAGTCACGTCTTAAGCCCGCTAAT AGGCTGGGCCGGGTTGAAAAGCTC GCGTCTAGCTCTGGTTGGCTTATC 64 190 325
28 242319 ATGCAGAATCGGGACTTGGTGGTC GGGCGGTCTTGGGTAAGTAGACGT TTTCACCACCCACAGTGCTTCTAA 65 173 266
28 288986 GCGTTGGCGGCGCAACAACCACAG CAGCATATCCTGCCTTACACAGGC CCGGCTGCTATTAGTATGGTCAGG 64 151 111
28 288934 CGAGTGCAAGACTGTGGTTGTTGC TGGGGCCTGGTAAGGCAGGATAT CGTAAATCGCTTCCTCACCAGACT 64 106 139
28 289063 CAGCGTATCCTGCCTAACACAGGT GAACCCCCAGCCGGACCGTACTAT GCATTGCTGTGGTGGAGTTGAATA 64 195 118
28 288967 GTGGACCTGTGTTAGGCAGGATAC ATAGTACGGTCCGGCTGGGGGTTC CGTAAATCGCTTCCTCACCAGACT 63 139 212
28 744815 TATTGGAAACACAAAACTGCCCGT GGCAGCATGGACTTTCTCTATAAG GACTGTATGCGTCAGCCACAGTTT 64 130 271
29 35495 CTTTGGAATGGGCTCTTCCCTAGT CCCAGCCCGAAGGTGGGCTCAAA GTTTAGTGGTGATGACGTGGTTCG 64 139 206
29 49897 GGGACTGCTGGCCACATTACTTGC GCCAGGCCGTTTTGTTTGCCTTAC GGTCAAGCTCATTCCCATAAGTGG 65 109 159
29 295720 CATGTAGATGCAGTCGGCTCAGCA CGTAGCAATCCAATACTGACTAAT GTCCGTGATTAATGGTTGGTCTTA 56 235 160



29 398582 AGCATTACCTGCAGATCAGACCCA TGCGCGTGCTGGCGCGGCCAAACT GCACCTACCAAACACATATGCAGC 64 119 176
29 536014 TTCGTGTATACGTGCATGCCTTAA GCCAGGTACTGCTGGAAGCGTCTG CACGAAAGGGTCGTAGCAGATTG 65 301 140
29 536047 ATCTGTGTACTGTCACACCCATAA GGTCGTAGCAGAGTGCCTGCCTTT AGTACAGTGCCGTACTCGCGTT 58 123 175
29 756146 CAGCTGCAGGCGCCACTGCGTTGC GACTTAGCTTGACTGTGGTGTGTG AGACATCATGACACGAGACCGTAA 58 174 132
29 796711 GCGCGTAAGGGCCCGCCGCGCAGT GAATGCGCAGCGTATTGATTTTGC TCTCAAAAGAATGCTGGGTCACTG 64 294 192
29 796703 GTGCTATCCACACAGTCAAAATCC CACACAACACAAGCCAGGCGTGCT GACAAGGCCTACACCAACCACC 61 184 222
30 164215 AATAGCCATATGAATGACGAACGC CTTGCATGAATCCAACACCTCTCG GTATGAATGGGCAGAGAAACCAGG 63 131 163
30 164247 CTTGCATGAATCCAATACCTCTCA ACCGCGCTCGGTAGTGCTTCCTGG GGTATGAATGGGCAGAGAAACCAG 62 164 220
30 240624 CGCGACGATCTGGCGCCCGCGATT CAGGACGAGTTCCCGTACTGCACG CTCCACCTTGTCTAGGTCCATGCT 64 333 177
30 240672 CAGGACGAGTTCCCCTACTGCACC ACTCCCTACAACCTCACGTACACG CTCCACCTTGTCTAGGTCCATGCT 64 177 129
30 251645 CCCGCTTGCGCCCCGCCCACCGCC TACCTGGACAACGCCGTCGAGGTT TAGTTGAACCAGAACTCCGCCTTC 64 206 134
30 324161 TGCCCGAACGCAGCCCCAAGCGGT AACCCAAGGCAACATGTATGCTAG AGTGGACCCAGAACGCGTAACTAA 63 294 208
30 380264 CAACTTGTGGTGAAACGGGTGCGT TTTTCGTAGTCATCGCGCTACCTT GCTCAAATCACTTGCCATCAACAC 65 156 115
31 28995 TTGTGGCCTTCACTCTACCTCTGT AACTTGCGGCAGGGGGGGTAGCGT AGTGTTTGGAATGGTCGTCTAGGG 63 101 225
31 76380 CTTTGACACAGCAGGTAGTAAGTT CAACGCCATGTGAGCGGCTTCTT GTGTGTGTCAAGCAGTGGGTAAGG 65 287 140
31 76211 AAACTTACTACCTGCTGTGTCAAA GCGGCAAAGAAGCCGCTCACATG CAGTAGACAGGGCACCATATAACG 57 150 302
31 76475 CAACGCAATGTGAGCGGCTTTCTA ATGTATTATATACTTGGCAGCCCG GGTTCACGCATAGTATGTGCCGTA 62 246 151
31 76524 AAAGCAAGCCTCGCCATGTATCAA CCAGCTGCTGTCATTCCCAATAAT GGTTCACGCATAGTATGTGCCGTA 65 166 102
31 271470 AGATCCGCAACAGAATTCAGTTAG TAATGTGTTGATTTCTGGAGACAC TACTGTGCAACTCTGCTTCCTTGC 62 197 135
31 271450 CAGATGTCTCCAGCAAACAACACG AGCAAAATGTGCTGGGGGTTGCTC GTTCTCGTCACCAAGGAAGCCTAA 64 200 253
31 470941 CGCGGAGGGGGCCCAGTAGTAGGT AGTTATTATTTGCTGTCGCTATTA GCTCTAAGGAGTAAGGAGCACAG 55 217 132
31 542420 CCTCCACTCAGATCATGCTACATG GGAACATGCACGGTATGGACGAAG TTGCTACTGTGAGGATAGGGAGGC 63 196 142
31 630535 CAAAATCTATACATCCGCTCGTTA CGACGTGCGTGTATGCTTGCTGAC AAGTACATAGCACCCATCCCTCGT 59 163 216
32 173197 GCAAAGAGAATACTTGTATGCAAA TACTGGTGTTTTGCTGTTGTGAAC TTTTGACGTGATCTGTAGCGGTGT 60 250 154
32 342106 TCTCATTCATTTGTCTGTTAGCTC TCGAACACACGAACCCCAGACAAA CGTGTTCCTTTGACTACGTGTGTT 57 148 320
32 341923 TAACAGACAAATGAATGAGAGAAA CGTCGAGATGATTTGTCTGGGGTT TACAGCCTTTCATCATCCTGCGTA 65 298 142
32 399153 TGCGCATGACCAGATAATGTAATA CACCCTGCATGGCGGGCTGCGTCG CCCGCTTGTCCACTTAATGACTCT 61 180 251
32 439805 GACCGGGTCACTGATTTTGACTTT ATGGAGGAATGAGCGTTTGGAGTA ACACTCTTCTCCTGCACACTCACG 64 220 260
32 732633 CGTTCAAGAAGAAGCATTGCAAGG GCCGTGCAGGAAGACCCTCGCATC GCGACAATGTACATACGCAGCTTT 64 211 148
32 732554 GCATTCACCTTGCAATGCTTCTTC TATGTCCCGATGCGAGGGTCTTCC GCAGTAGCAGGGGCTGTCATTG 66 128 192
33 28937 CACAAGGTACGTGCGCTTGGCCTT ATGCCTGCTGCTCCTGTTACTGGA GAAGCGACGGAGGTATGTTGATG 65 244 138
33 28918 CAGCAGCAATAACAGGAGCAGCAT GGACGGCACACATCAGCCCGTGAC TGTTACTCTCAGAACAAGCCGCAC 64 179 324
33 58774 TTCTGGCTGATATCATTGAGGCCC CAGGACGTCTACCCGCCGGCCACT ATGCAGCAGCATGAGCTGTATCA 65 174 301
33 137111 GGAGGGCTGACATCGACAGGGTTC TGCGGGTGTATATAGGGATCTTGT GCGCATACTTTGCAGTCGTACTTG 65 167 133
33 137412 GAACATCGAGGGTGTGGCTGAGGT GGCAGGACAAGTGGCTCGATGCTC GCTGTACCTAGCAGTACGCAGCAA 64 233 163
33 389511 ACAACAACCACCGCTCCGTAGCTT TGGGATGACGCTGTCATGCATTCA GGGGACAGTATGATAGGCATCACC 64 127 281
33 390821 TAGCATGCTTACCAACCTGACTTG CGTAGCACTTGCGAACGCACACGT CTCTCACTCCATGCCATTCTTCG 62 123 233
33 425397 ATGCCGCGATTTCGCAGAGGTATT CTGTCTGGGGAGAAGTGTAATGCA ACTCAGTATCTCCCAACACCCCTC 59 341 219
33 454430 AAACGGCACAAAGATCAGGGGCTC CACCCATGCTTAAGATCAGGGTAG GATATGCATAGCTGCTGCGTGAAG 65 202 120
33 454706 CTGGATTCGTTAATGGGTCTTGGG GCTTCACTACACACAGCTGCTTGC CCACATCCACATTAGCCTGTCAAA 65 120 181
33 483494 GACACACACGTCCCTGTGCTCCTG CACCTCACTGCCGGCTCATCTCAA GTCGTCACGCCTTGTCTACGTTAC 64 204 176
33 716120 TAAAAGCTTCACCCGCGCGGTCAT GGAATGGTACTGATGTTCTGGCT GGAACATCAGCCCTGTTCAGACTT 65 193 114
33 716036 CACCCCTGCAACCTTAAAATGACC GAACATCAGGTACCATTCCATAAC GACCATGCATGATGGAGTTTGCT 65 167 223
34 215950 ATACTTTGCTTCTATATTTAGCCC CCATATCAATGAGGTGGTCAGGGT TGTTGATGCATGTGATGCTGGTAG 65 271 141
34 271306 GGTACACACGAGAAAGCACTGCCA AGACTACACTGTCACTCCAACCAT AGCGCAAGGAGAGAGTGAGTTTGT 65 175 278
34 271512 AGTGTGGTCTGTCATGGTAGATAG GTATATGACTGGCTATGCTTGCCT AAACCGCAAATGGGCTTTAGTGAC 66 188 122
34 271428 GTTTTCTATCTACCATGACAGACC CATAGGCAAGCATAGCCAGTCATA AGTATGATGACGTCGTGTTGATG 56 183 247
35 311824 GTGCATGCAGTGATTTGTGGTTGA AAGAGCTGGAGGAGGATGGGCTTT AGAGGCGATATGATGGTATCCGTG 65 104 227
35 507076 TCGTGTAAACTAGTAATGGTGTTA GAAGGAAGGAGGTGTGATGTGGTG GCATCGAGCAATCAGCAACATTAC 61 268 196
35 507054 ATACCACATCACAGCTCCTTCCTA AATGTGAACATGGCACTTTGAACG AACTAGTGATGTAGGCATGCCGGT 61 184 239
35 680775 GTTTGAGTGTTGGGTTTTGTGGAG GTGCGCGTTCACTCGTGCTTTGAT TTGTTAATCCAGTGCTTGCTGCAT 63 235 167



35 680695 TCAACACCAGTCTCCACAAAACCC GCACTATCAAAGCACGAGTGAACG GCTACCGGAGAAGAAGGCCGAG 66 159 221
36 348306 ATGGGCTTTTCATGGCGCGCCCTG CGTTGTATGTGTTTGGTTCTTCTG ACAAAACAACACGCGGTACAACAC 61 171 139
36 455642 AGGGTCCTTTTGTGGTGGTGCAAG CAGCGCCTGCCAACTCCCATCATT TTCAGTACCATTCCGAAGCATGAA 64 182 115
36 455651 GTTGAAAAGAAAGCATACGCGAAG ACCGTGCAGTCCTCATCAATCAGC AAGCAAGGTGGTGGCAGAGAAAAG 63 102 270
36 455819 ACCGTGCAGTCCTCAACAATCAGT CCACAGTCATAGATACCGCCATTA TTGAGTTAGCGTGCTACAGAAGCG 65 105 146
36 455860 CCACAGTCATAGACACCGCCATTG TGTTGTCCGGGTCAGACCCGACCC TTGAGTTAGCGTGCTACAGAAGCG 65 146 268
36 456336 CGTCTGTAGCAATGCATTCCCTCA CTCGATATCAACAAAATGTGGACC AGCTTGGAAAGGTGGTACGGGTAT 60 272 199
36 576618 TTTGCATCGGCGCAGCGTCTGAGT CTCTACAGCAGTTACGAACCATTC CAAATCACATTACGCAACAGTCC 56 231 174
36 647827 GCAGGGGACCCCAAACACTCAAAA CATCAAAACTGGAAAGAGGTCATG CAGGCATTGCGACTGAGTGATATT 60 210 123
36 648015 TGGTCATAGGCGCGCACTGCAGCA CGCTTCTAATCTTTACTTACTCGA GCTAGTCATTTGTGTGGATATGCG 58 391 219
37 232325 GTAGAGCCGCATTAGGAGACCGCG GGGGGGTCAGCCACACGGTGCTTT TTCAGCGGAATTTCAAGCAAAGTT 65 335 200
37 245124 CGCATTCACCAGAGCGGAGCGGCC CCTAGCCACCAGCTGCGCAGACAC CACAACCTCACAACAAATCCCAAA 65 239 176
37 245266 CGTGTTAGTTTGGTTATTGTGTGT CTGCGCTGTGTTTGGGATTTGTTA TGAACACAGCAACGAAAGTACCGT 65 251 180
37 245252 ACAACCTCACAACAAATCCCAAAG ATCTGGTTCCAGCCGGTCAGTTAC TGGGCAGACAACTACCGTGTTCTA 63 162 254
37 412825 CGCCAATCTACCACTGCCCCTGCT TGAGCCCAATCATCATGGTTTCAA TTGCAGAAAGACAAGACTGCCAAG 65 362 205
38 218620 GTGCATGTCCGTGCCGTTCTCCTC CTGTTGCTCTTCTTAATGCACGAC AGTCCGAAGGTGCATGACTGTAGC 63 223 173
38 224906 TGTGGTAGTTGGAGTGACCGTGAG GACATGGGGTGACCCGGGTGATTG CACAGAGAAGCTATCCTGGCCTTG 65 222 159
38 224825 CTGCGCTCACGGTCACTCCAACTA ACAATCACCCGGGTCACCCCATGT TATAAATAGCCCTTGGCCTCACGG 66 143 202
38 422954 GTGAGTGGAATCTGAGTGACTTAC TGCTGACATTCAGAAGCTTACAGA GCGCATTCCTACCTAATCCTACCT 58 244 115
38 492010 ACGAGTGCCATCCGAGCACTTAAA CCGCCTGCTTCAGCGGCCAACGA GTGGAAGCAGAGAAGTGTGGACAG 64 100 181
39 72087 GGCGTGGATTTTCTTGTGGTAGAG GCGGTTCGTTTTCCCTGGGCCGCG GTTGTGACCTGAACCCCAAAGC 65 170 303
39 174003 CCACGCACATCCAGGGCGACAGAA CAACCGCACCCACACCACTACCAA TAGGGGCAGAGATGAGAGCGTTAC 64 309 169
39 174329 GATCACGCGCTGCCGGTGCTCCAA TCCGTAACTCCCATTCATGCACAA GTCCGACAAGGACGAGCTGTAAG 64 164 104
39 195346 GGACTCCCACACGCAAATCGCACA ACACTGACAAATCATGCGTCACAG AGAGGCTGTAGTGAATGGCCTCTG 65 270 223
39 195427 ACACTGACCGATCATGCGTCACAA TTCACCCATCCACATGTCCATACT AGGAGAGGCTGTAGTGAATGGCCT 65 226 145
39 252931 AGACGTGTGTGTGGCGGTGGGCTA AGTTGCCATTATGGAGTGCCATGC CAAGAGTTCAGAAGCACCCGGTAT 62 262 100
39 307598 GCGTGTCACGCAAGTTGTCATGCG TTGACGTTGTTGGTGTTGTGTGCT ACTCAGCCATTTACATGCGAGACA 65 271 193
39 307587 AAAGTGAAGTCAGGCACACAACAT ACAGCGGGAGCAGGCGCCCGAGGG TTAAATGGGATAGGCAGGAGGACA 62 161 297
39 519939 ACCGCAACCGTAGAACCGTACTGA TGTGACCCCGCGCGGCTGTCGGCT GCCTTGCTGTCTCTGTTGAAGGAT 65 194 302
39 620377 ACAGTCTAAGCATGCTGTGTGCTG TGCTCCCCCGATATCACTTATCGG AGTATTTTGTCAAGGGAATGCAGC 62 226 163
39 620568 ACCCAGGCAGCGTGTCCAAAGCGA AATGCGTGTTGCGTTCAGCCTCAC GGTGTGATTCTGTCGAGATGGGAT 65 206 130
39 620604 AATGCGTGTTTCGTTCAGCCTCAT GTCATACCGTACCGTGGCGAAAT GTGATTGTCGCATTAACACAAGGG 64 252 216
39 620555 GTGATTGATGATGAGGCTGAACGA TCACTGAGGATTTCGCCACGGTA GCTTAGACTGTCCACTACCCAGGC 64 126 161
39 621033 TGACACGCGACAACCAACACTAGG TGGGCGCAGGAATCAGGCGCTCGC GAGCTCACTCACACATGGCACAC 65 151 247
39 621258 CGGCCCAGGTTGTATGTGACCCGA CTACTTTGCTATAGCTCCTGCTC ACTCTTTCAGGACGAGCTGGAGT 58 176 129
39 621515 GCCGTGGACTAGGCGTAGAGAAAG GTGCATCAACCGCAACCGCGTGCA GTCCTGAAAGAGTCACACAGCGAA 65 188 280
39 635773 CCATAGCGGCGCCTTCCGGGTCCA CTAGCTCTGGAACAGGGTACTATG GCAGGAACACCAACTTTGAGGAGT 64 335 221
40 45060 GGAGAGCGCCCACGGCGCCACAAG AGTTAGCAACATTGCCCGCTTTAT AAGCATGGCTGCTACCTACGGTTA 64 184 101
40 45610 TGTATGCAAACGTGTGGTCGTGAT CGTTGCGTACACTGCCCCTGTACT CTGTACCTGGTGATGGACGACCTG 66 160 293
40 92178 AGCCTGGCGCTTGCAACCGTGCCA AGCCTGAGACACCACAGCTTCAAT CGCAACTAGACACTACGGAGCAGA 65 186 132
40 92165 TGTGAATGTGGTTGAGTGCTGAGC GAGTGGTTAGATTGAAGCTGTGGT CTTATTCTTTGGCCCTCTCAGCCT 62 150 106
40 92270 GGTCCGCTCAGCACTCAACCACAT GTTCGCAAAAGAATTTTCTGCTCG GGATGGTGTAGCGTTGTGTGAGTC 64 235 192
40 92262 GCAACTAGACACTACGGAGCAGAG CATGGCCATGCGGAACTGCGTGTG TGAGACGCCACAGCTTCAACTAAC 61 127 171
40 170849 CAACGGTCAGCGAGTCGAAGTTGA ACTACCAGGCATTGCTATAGCCTC AGCTCCCAGCAAAGCGAAATTACT 65 111 197
40 309826 GTAACATGACGCAATACATGGAAA GCGGCTATCTTGCTCATGGGTTGG GTTATCCCTCCATTGTGCTTGGAC 64 269 220
40 309766 GGGAGTTATTGGTTTCCATGTATT CACCAACCCATGAGCAAGATAGCC GTATGCGGCAGTGGTGTATGTGT 59 138 176
40 310432 GCGTTGAGGTCATTCATATGTGCG CTGCGGCCCTCGTCTGCCTCACT AGGCATAGGCGTTAGTTGTAAGCG 64 187 113
40 310334 GCACATATGAATGACCTCAACGCA CAGGGGTAGTGAGGCAGACGAGG CCAGCAGGTGTACAACACCATGAG 66 120 202
40 336478 AGCCACTTCTTGCAAAACGAATGA GGGCTGTGCCCGCTTCAACCCTAC GATGCTACGTGTCTGGTGTATCGG 64 100 161
40 428176 CTGCGAGGACGGCCTGGCAGGCAC GACGTCTGAGGGTTTGAGTGCGGC AAATGCACAGGATCTTACACACGG 64 274 215
40 428164 GCAAGATGAATACCGCACTCACAT ACACAATCGGCGCAGCTCCACATG AGACAACTACGGCACATCCGTACA 64 136 181



40 428197 CAGCTCCACATACACACGACATAC CTTGCCGCACTCCAGGAAGCAGAT AGACAACTACGGCACATCCGTACA 61 169 231
40 494649 ACGCCCACTTAGGATCGGTTGGAT GCATTGAGACGGAGAGAGAGTGGG GCCAACAGCTTTTATACCACAGGG 62 160 117
41 65589 ATCAGTGTACCCTAGAACAGACAT TGCCGTTGGCTTGCAGGCTTCACT CTACACATCGCATACTTTGTCCAC 56 116 278
41 166658 TTACCAAGAGTCAGCGCAGTTCCC CCACACGGCCGCATCTGGCCTAAT CTAGGCCCTGCTACTTGACCTGAG 64 172 206
41 544135 AGCACGCTTCTACTGTGCAAACAC ATACGAGCCAAACGCGAATCACCT AATGTTACAGTTCGCATCACCGC 64 220 306
41 544119 GAACGAGGTGTTTGCACAGTAGAA GCGGTTGGGTGTGCCTGTAAAGCT CACGTGCAGTGGTCAATCTTACCT 62 163 323
42 125516 GGCCTCCCTCCGTTTGTTTGTGGG GTACGATAGGGTAGCAATCGGTTT GGCATGTCACACAACTCAAAACTC 59 168 119
42 125497 CAACCAACTGATTGCTACCCTATG TGCTTCCCAGGAGCGCTCCCCCGT GGATTCGTACAGGTGTTTTGAGGC 61 153 213
42 433455 CTGAGTGAAGGCTGCTGGTAGGAC GTTTAGCTAGCTACGCCAATGCTG CTGCACGAGTATGAAAGCAAGCAT 64 143 274
43 32922 GACAACACGATTACACGTTCGATG ATGGCCAACACCTGTAATGATCTC TTCTTGAGATGTCGCACTCTGTCT 57 280 129
43 32757 CATCAACCACATCGAACGTGTAAT AGTCCAAACCAACGAGATCATTAC GAGTGAGAATCGCGAGAGTGAGTG 63 120 275
43 34763 CAAAAGCGGTATAAAGATGGAGTT CTGCGTAAGAGCGCTTGGGGCCGT AAGTCAAACATCACAGCATACGACG 59 128 221
43 34916 ATACCCACTCGGCCCCAAGCGCTA CTGTACTTGTGTTGTCTTGCATCC TGTATTTATGCTACACCCTCGCTG 57 205 160
43 34975 TGAATCTTGGCCCCGGCCACGCTG TTTCTCCCACATGCTCATGTACGG GGATGGACCGTGACACATCTAACA 65 255 213
43 34952 GCGTGCATGAGCATGTGGAAAAAT TTTATGCCACACCCTCGCTGTTGG TTTGCAGATGTGCGTCCTGTTATT 64 193 266
43 35079 GCTTCGCTCCGCAGCGAGGGTGTA CCTGACAGTAAGAGCCTTGTCATG GGATGGACCGTGACACATCTAACA 63 147 109
43 35061 CTCAAAATGACAAGGCTCTCACTC GCGTGTGCACGGCATGCGCACTTA AGCGCACCTCATAAATTTTTCCAC 61 147 281
43 72018 CTGTGTCGGTGTTAACTGTGGCAA GTAACATTCTTCGAGTTTGAATTC GCATGGTTAGTCAACACGAAGCTG 65 153 227
43 84714 CCGGTGCCAGCGCGGATGATGCCC GTGTAAGCGTTTCCGATGTGGATG CCACAGAGCATCGATGAGTACCTG 65 293 131
43 254092 CACATTCAACAGTTCGGGCGATGT CGCTGGCTGGCATATTGCATCTAA GTGAGTGTTGAGGGTTGGAGCTTT 65 224 194
43 254078 AACACGGCGGTAGATGCAATATGT GATGTCATGGACTCGTGAAGTAGC GTGCAAGGACAGGGTTTTTGAATC 65 187 259
43 254254 CGACAAGAGCGGCCAAGCACGGTA TAGCATCCAAACCTCCAACCCTCC CTCCGAGCTGCTCATCTTCGAC 65 256 200
43 272170 CTGGCAAATATGACACGGGTAGTC GCCTTATAAAGCGTAGACCCCAGG CTCTTGTACGATGGTACGGCACAC 63 202 165
43 272151 CCCCTCTGGAGTCTACGCTTTATG CCATGGTAGGGCACACACCATCAA CGCTCTGTGTCAGAGTGTTGTGAT 63 111 240
43 287020 CATCATGACCGAGAGCTGGTCCAA GGCTGGGCCGGGTACTCGCCCACA TTTCAGACCTTCCTGTGTTTGTGC 64 200 331
43 287512 GGTGCCGTGTCGGCACCTTGGCAT CAGTGGAACCATCCAAAACTACT ATAACACAACCACGCCGTTAACAA 63 288 203
43 307801 TCGCGCCGCCATCGGCCACGGGGG TCAAGCCCACAATCCGACGACGTG GTTGTGGAGTGGGCTTGGAGTG 66 174 111
43 341422 GATCCCATTCACAACCGCTGTCTC TCGCTTCCGCTCCCGTTCCCGCTT GTGAAGGATCGTCCAAATGCACTC 66 106 156
43 344254 GCGAAGTTCGACGAGCTCTCGGGC GAGCTCTCCGTCATGATGGTCGGC ATAGGTTGGGCTGGGTCGGGTACT 68 211 157
45 225599 TGGTTTTGTGGTGGAGGGTTGGTA TTTGTGTGCACGGTGTGCCTGGTT AAGCTTTGAAGCCGCAAACACTAC 64 303 222
45 225495 TACCAACCCTCCACCACAAAACCA CATGCATTCAAACCAGGCACACCG CTGAACCGGTAAAGCAATGGAGC 66 179 270
45 225586 CATGCATTCACAACAGGCACACCT TACATCCTAGACCTGCGCACAAAA TGTGGTGGAGGGTTGGTATTAAGG 65 109 152
45 225835 GAGTCACACTCGAGAGTGGGTTTT AGGAATGGATTGTAGCTTTTGGAA TTAAGCGGACATACGACACTTCCA 61 322 180
45 412818 AGCCCACGTTCGTTATGTTGAGGC CAACAACGCTTCCTTCTTAAGCT AGAGCCTAACGAGGAAGGTGACG 64 218 116
45 422353 CCTCGTGACCTGTATGATGACTTC CATGATGACGTACGAGCACTGCA GATATGAGCGGCCTACTTTGATGC 65 198 109
45 422436 CTTCCACCCAGAACCATGTGCGCG AAGCATTCAAGTAGGCCGCCCATA TGTGGGCTTTGTCTTCAACTACCA 65 223 179
45 422470 CCGGTGACCTTTCAATGCTAGGAG AAGCATTCAAGTAGGCCGCCCATA TGTGGGCTTTGTCTTCAACTACCA 65 145 179
45 422419 ACTGAACGGCATGCCAACTCCTAG GCTGATTATGGGCGGCCTACTTGA AGGCAGAGACTCCTGACTCCATGT 64 217 172
46 163668 ATGCTTATCGACAAAGCGTCCCGG TCTGCTAGTACCGTAGTTGGTGC CTGTCGATGACACAAGGCATTT 59 184 155
48 91830 CATTAACTACAACGGAAAGGCGTA GACACCACACCCGCGTCGTCTAAT CAAGCGCATACCGTAACAAAAACA 65 214 129
48 91731 CAGAGCAGATACGCCTTTCCGTTG GATCAACATATTAGACGACGCGGG CAGAGCAGGTGCCATAGGAAATCT 64 183 268
48 302907 GACCTGCTGTACTCGTGTCGTACT ACGCCATGGAGTGCGGATTACGTA CGATGTGGGCGGTCTTATTTGTAG 65 303 150
48 302891 TTCATACCACGTAATCCGCACTTT TCAGATCATGCATGACGCCCTCCT TGTACTCGTGTCGTACTGCCTTCC 63 177 270
48 303087 GCGCACATGGGGAGGGCGTCATGT CATAAACGTTTCATGCTATACCTG AAACCACACCAAAGAACACACAC 56 196 107
48 302984 TCAGATCATACATGACGCCCTCCC TATGTACAGGTATAGCAGGAAACG GCCTTTGATGAGCTAATCGCAACT 64 171 257
48 303161 GTTACCGGGAAGTGCCTAGAGGCC GCGTGTGTTGGTGTGTGTTCTTT AGACATGGGTGCTACGCTTTCTG 64 206 163
49 31848 GCGGCTCGTATTTGAAGCTGTCAG GCGCTCGTTTATATGTATGGGGCA ATTAGGTTCACTTTTGCCATGCGT 64 262 165
49 31993 TAGACACGAAACAGCTGACAGCTT TAGCGTCTTCGGATTCCTCTCAC GCGGCTTTGCATATTTAGTAGGGA 64 143 104
49 32032 TAGGGACTTCAAGTGCGTGAGTGG TAAATATTAGCTGCATGCAGTGAT ATGCAAATATCACAAGCTGTTGCG 65 166 220
49 207614 GTGCGAAGAAACGAGCGAACAACG GCTTACTTCCGACGACATCTAACT GCGTACGTGTAGTGTAAAAGCCTG 57 303 213
49 207506 CACTTCGTTGTTCGCTCGTTTCTT GTGCAGTTGAGTTAGATGTCGTCG CTCCATGTATCTCTGGCCCAGTCT 64 139 233



49 208030 GAGTGTCGTGGAGGGTGGTACTGC GAGTGCTATTCATTAAGACGTAAT CACAAGGAGCCTCATGACACTGAA 65 153 218
49 214916 TACGGTCGCGTAATGCCCGACGCA CCGAATCCTATGTGACCAGCGTTC CATATGCTTTATTAAGCGGGCGTG 65 167 129
49 311261 GTATGCGTGGATACATACATGCGG CAAGGTTCATGTGGATGGACCCCC TGCACACAATTCACATCAGCAGTT 64 154 120
49 366808 GCAGGTGAGCAACATACCAACGAT CTGGACGCAGGTGTTGAGCATGAG AAATCACAAACATGCACCCACAAC 65 152 243
49 423015 CTGAGCGAGGTGCAAGAAGAGGCT GACTGAAAGCTTCGGCTGACAAGG CAATCGCATGCTACCATTGCTAAA 62 174 120
49 422952 CTCCCCGCTTTGACAGCCTCTTCT CTGCACCTTGTCAGCCGAAGCTTT TAGAGAGAGGGGCAGGGTTTGGTA 66 139 185
49 476614 TATCACATGCAAACGTCGCATACA CCTGCCGGCCGCCCTAAGACTACG CTGGTGAGCACGCTTGACATTC 65 179 130
49 556869 CTCGTCCGTGTGCTTCGCCGACCT CTTCTGGGCAATCGGCCTGTCTGA CTGATTACCGGTACTTGGAGAGCG 65 210 119
49 593789 CTTTGCTATATGCTTTTAATAATA ATTCAGGCAGACTTTGAGCGATGG CCTTCTATTTCCCCACACAAGCAA 65 286 192
50 403645 GGCAGTTACGTGACCTGCTTGTCG CTTGTGTGCGTGGACGTGACCCGG GCCCATGATTTATGGAAACACACA 64 192 351
50 572510 GACGAGGAGGCTCCGGGGACGCTT AGGAGGGCCGAGAGCTTGTGCGTG CATGGATGATACCGTCATGGCTAA 65 245 194
50 572496 CGCCTCCTCATTGCGAATCACCAA AACCCTGCCACGCACAAGCTCTCG AGTTCGTTAAGAACGGGGGCCT 66 213 171
50 572616 AGTGCAGCATTGGTGATTCGCAAT CTTTAGGTGCATGGCATGTGCCCC TACCGTAACCACAGGAACGTCAGA 64 220 156
51 46649 CCTTAGTCGGTTCGCACCCGATTT CCAAAGATCCGTTACTACCCTTTT TCGTCAAGAACAAGGGGTACAGC 64 374 224
51 46628 GATAGCGGATAGTAAGGGATCTGC GCTGCTGTTCCGGTTCAACGTGTA CTGAAAGCCAAATCATGTACAGCG 61 200 310
51 133419 GCGAGACAGCTGATTACGTGACCC CGGACTAGTTAGGCATGCTGAGA CGCTCCAAACTTACTTCCATCGAC 65 152 106
51 416351 ACGGTGGATGCAGTCGTAGTATTG ACTTCTCCATTGCAAGGGAAAAGG GTTCAACTCGTCTGTCGTCTCGTC 64 208 269
51 416566 ACGCTTTTGACTCGACTAGCCGGT TCGTTACAGTTTTGCGCTGTGTGA CGCAGGATGTAATTGTTCTCACCA 65 357 209
51 416750 TGCACACGTGTCTCGTTTCCGGGC TTGGTGAGAATAGTTACATCCTGT CGAGATTGAGAATGTGGATACCCC 62 337 211
51 416802 TTGGTGAGAACAATTACATCCTGC ATGGATATCAATGCAAATGTAGCA ATACCCCTAAGATAGGTGGCAGCA 59 194 142
51 416865 ATGGATATTAATGCAAATGTAGCG CAGTCAAAGATGCTGCCGTTGTAG CACAAAACATGTTCACACGCTCAG 64 264 201
51 416787 AGACCATGCGCTACATTTGCATTA GCGCACTACAACGGCAGCATCTTT CGGGTCAGCTAGTTTGGGCTATTT 64 109 169
52 243950 ACTCCCCAAATACGACACACCATT TTGTTGCAGAAGACCGTGTCAGAG AGTTGCTAACAGGGCAGGAGACAG 65 187 133
52 243990 GTTGCACAAGACCGTGTCAAAATC AGGGAGGGAACAGAAGCGTCTCCC GAACATCTGGGGTGTAGTGACTCG 63 262 224
53 525244 CTTACGCACGTATGTACATCCGAT ACGCGCTTCAATGTCTCTCACTT GAGAGTGGGGATGAGGACAGGTAG 64 186 154
53 525238 CTTACCCCGGATGTGACAAAGTGG GCTGGCCGGCGTAATGGCATCTGC AAGAGCCCCTCGGTACACGTTAAT 65 174 216
53 554471 TTGACGCAATGCAGCCAAAGGCAT CTCAGCCTTCCCATCGATCACTCT TGAATGGTTTGGATTAGACGGTTG 64 183 152
53 554608 CTCAGCCTTCCCATCTATCACTCC AATCCAAATCATTCACAGGGATGT GGGGACGTCATAGACTGCGTTATC 65 346 209
53 554463 GCAGTGATGTACGGCGGAGTGATA CTGTGAATGATTTGGATTAGACGT CCTAGCTCCTCTGCCATCCTCTG 65 158 274
53 554579 CTGTGAATGGTTTGGATTAGACGG CGCACGGCCTTTGATGCAGGGACT CTATCACTCCGCCGTACATCACTG 63 141 278
54 57538 TAACTTCTCCAAAACCATGTAGCA AAAGGAGACTATTGTGCGGTACAA CACCTCTAATCAGTTGACGTCGC 60 116 219
54 58039 GCGCGTGCGTTCTTTGCGGTGCCG TTCTGTGCGAAGGGAGAGTCAATG TGGGTGTGTTACACCGTGACTTCT 65 225 103
54 58090 TGCTGTGCGGAGGGAGAGTCAATA CACATGACTGATATGGGACTTGCG AAATGGCTAGTACAGTGCAACCCT 57 234 183
54 81434 TATGAACTACCAGGGACCCAAATC CAGCACACGTCAGAAGCAAAAGAC GTGTGCGTGTGTGAATGAGAGAGA 62 136 187
54 158145 ACAGCACAGAAAGCGCCCGCATTT ATCATACCGTCACCCTCACACTTG GTGTGTGTGTGGATATGGGAGGAG 64 215 141
54 158125 ATGTAAGTGTGAGGGCGACGGTGA CTGGAGCGAGCGGAGGCGCCGTGC TTTCTTACCACAGCACAGAAAGCG 64 110 244
54 382043 AGACGTGATGTGTGGTGTGTGGTT CAAGCTGATGACAATGAACTGAC TGCCGTGTGTAGTAAAATCGTTGG 65 112 180
54 382111 CAAGCTGATGACAACTGAACTGAG GTGCCTCTCGCGTGCCGAATGCTC GTCATAAGTTACTGGCAGCCCCAC 61 147 189
54 411461 ATATGCCCTAGTCTTGAATGGATT CTATACCTCGTCCGTCCCCTTTG TATGCATTGCTCCGCAAGATAGTG 65 226 110
54 411989 CCCTTCATAATGACCCACATCTTT AGGTTGCGGATAAGAGGATGTCTA TTATGATTTGCTGCAGTGTGAGGC 62 336 208
54 411849 TGTATCGGGTCAAAGATGTGGGTC AAGTACTCAATTTTAGACATCCTC AGTAGGATCTGGTCCAGCTTCGTG 65 161 291
55 215444 TATCTAGCCATATGCATCGCCGCT ATTAGTCAAACCGGCCACATGCCC CGACAAGAACTACAACCCCTACCG 65 289 153
55 215413 GGTCGGTTTGACTTATCACGAGGT CGTACGTAGTGTCACGTGTAGTGT CTATACGGCACAGCAGCTACAACG 64 130 203
55 215486 CGTACGTAGTGTCAGGTGTAGTGC TGGGTGCGGTACGTAGCCTCGTCG GGCAACCTCGTGATAAGTCAAACC 61 101 140
55 270322 AGTCTCCTTAGTGAATGCAAGCCG CTCGTAAGCCTTCGCGGAGTATCA GCTTGTGCTGAGGAGGCAGAGG 65 106 265
55 279625 CACCCGTTTAAAGTGCCACAAGAT GTGCTCTCAGGGATGCTTGCGAAC ACCTCGTGATGATGGCGAGTATG 65 135 285
55 373036 GCGGGGGGGGCCTTACAGCTAAGG CACCGAGCCAATGCGAGAGCCTAT ATCCGACACGTTTAGAGGACATGC 65 244 161
56 115879 GGTGCGGGGTCTTAAAATGCAGCA GCGGGCGGTACGGGTAAACTCGGG CTTTCATACCTGCCGCTAAACACC 64 264 177
56 115775 CGCTGCTGCTGCATTTTAAGACCC GAGTTTACCCGTACCGCCCGCTCG CTAGTGATCTGGGTAGCTCGGGTG 65 132 211
56 278658 ATCGAGGGAGGTAAGTCTCCGTAG GAGCTCACGGAAGAACATCGGAAT GAACATGCATTGCGTAAGCAGC 64 305 194
56 278526 CCCTACGGAGACTTACCTCCCTCG TTCCGATGTTCTTCCGTGAGCTCG TAGAACCCGGTAAGATGAAGTCGG 64 143 251



56 494962 CCGGCCACCGTAACCGCCGCTCCC TTATTGTAGGGCGTAATCCCTTCA CTACGTTGCTGCTGATACGACTT 56 246 176
56 494948 GCCTGTTGCCGAAGGGATTACTGT GTGGCGCCCGAGCGATGGGCCCCT TGCATATTTGCATATGCGTGTGAC 64 193 301
56 495130 TAGGTGTGAGCATTGGGAGACACG ATAGGCAGGTAGGCGCAAGGCGCT GCTGAGCTTCTCTGACCAGCACC 67 176 213
57 121129 GCCGCTGGGCAACGAGGTTAAGGC AGAGATTCGAACTTGAGCGCAGGG CGCCAAGGTGATACCACAAAACTT 64 257 180
57 166386 TGTACACCCGCTTTGGTGATGCTC ATTCGGCCCAACTTCACGTGTGCT TACAGTAGAAGACCGCCTGAGGGC 66 165 202
57 166772 CCGCTAACGCAGCCACATCATGAG CCTGGAGTGCCCTACCACGCAATT CCGCAAGTTCTATACCTACGTGGC 65 236 169
57 190609 CTCGCGATCCAAAGGCCTCGTGAA AAGCAGCTATTCTACGCTTGAGCT CAAGTCATGCGTTGCTTGGTTATC 63 296 150
58 98010 AAAAATTGCTCATTGCGCTCACGT AACAGCAGTAATCACAGCGTCCAA ATTCGAATACACATCCTGGAGGGA 64 238 206
58 97955 ACGTGAGCGCAATGAGCAATTTTT AGGCGCAACTGTTGACCCCTGTGA CAGGCTACCTCTGCAGAAACACAA 64 122 165
58 116680 CCTTATAGTCGGTGCTTTAGGGCA CTCTTTGCTCGTACGCGGGCTTGT GCATTCCAAGTTCTCCTGGTTTTG 65 216 169
58 116692 GCGCCACAACAACATTTAGGGTCC TCCAAGTTCACCGTGGTTTTGCAT GGATGCTGTCCTTATAGTCGGTGC 65 115 222
58 365016 TGTGGCATGACATCTTGTTTTTCG CGTGGCGCAGGCTCTGGTCCCCTG CGGTGCTGTCGAGTTGATGTAGAG 65 109 204
59 457336 GATGCTCATGGCTCACGTGGCATA CGAAACTTTACAACCAATACCAGG AGAGTACTACGGCGCTCAGATCGT 62 200 123
59 457381 CCAAACTTCACAACCAATACCAGA ACAAGTGAACCCCCGAGCCGTGAC ATTGGCTGCAACATCAAGTGGAC 65 161 116
59 457314 ATCTGGTATTGGTTGTGAAGTTTG GGCTTGCCGGTCACGGCTCGGGGG AAGTACCAGATGCTCATGGCTCAC 59 110 163
60 63452 GCACACGCGCATTCCTGAATCCAA GTGGCATCAGAAGCACCGTTGCCA TCAGACGTGACAGGTGTTTTTGCT 65 305 148
60 196108 CATTCCAAATTGCCACAGGAACCG CCGTTGTCCTCACAGCTGCTCCT GGCACCATCCTCATCCTGTTCTAC 65 187 145
60 338117 TCTTTCGGCTGATTTGCTGGGTTG GTGTTGGTCAGTGACAGCCTTCCT CGTGTCAGGAGAAATGAGAGCAGA 65 191 100
60 338189 GTGTTGGTCAGTAACAGCCTTCCC TGCTTCTGCTCCCATTTCTCCTGC ACTGTGGTGAGAGTTATGCGAACG 64 249 177
60 402417 GCGACTTCTTCAGGAGCCCCAGTC GGAGTAATACCCACAACTCAAAAG AACTTCAAACCACAATAAGGCCCA 59 386 224
60 402404 GTGTGAAGTCGTTGTGAGTTGTGC ACAAAGGTTACGTTTATTTAACTA CAGCATCTGGGGACTTATGACCTT 64 124 162
60 402631 GTTTGAAGTTATAGCTGAAGCGAG CATAGTTAAATAAACGTAACCTTT GTACCATCACGCAAGCACATACAC 58 194 363
60 436713 CATTCGGCCAGCCGTGTCTCTTGC TTTGCCCGCTATCCAGTATACCCG AGCAAGACCATTGACGTATGATGC 64 282 187
61 187003 GTGCGCCATAACTAGAGAGACCCG GCAATCTGCATCTTTAAGAAGCGC AATGGAGAAACCACCAGCCTCTC 63 258 154
61 186886 TAGCCAGCTACGGGTCTCTCTAGT TGATGCATTGAGTGCGCTTCTTAA ATGTGCAGGTCTGTTTGGTGTTGT 62 102 209
61 308899 GTGTGCGTGGCGCGGTATCTAACT CTTTATTACAGGGAGCTTTGACGT CAGCCTCCTGACCAAATGAAAGTT 63 204 170
61 309260 AATTTGCGAGGTTTGTAACCTTGC TTGCTGAGAGCTTTGCACGGTATG ATTGTTTGCACGTCACCACCATAC 60 231 180
61 309201 CCTGAGTTTCTCCAAGCAAGGTTA CGGGAACCATACCGTGCAAAGCTC ACGTATGGGGCATGTGATGTAGAC 63 126 169
61 428605 GACTGCTGCCCATCCGCCACCCAC CCGCACGACAATTCATGGTACAAC CTATCGGACACGGACTGCCTATCT 64 190 143
61 428548 TAAAGAATAAGTGGTGGGTGGCGG GTGGGGCGGCCGTTGTACCATGAA CCACAGCGTCTACACCGTAGTTTG 65 176 221
62 172665 CAGGTTGACGGCATCGGAAGTGAG TGCGTTGTTTTCTGAATTGGTTAA AGGCTCCACCTGAACATCCTACAG 64 149 125
62 172712 TGCGTTGTTATCCGAGTTGGTTAG AGCAACACCACTCACGAAGGAAGG TTACCAACGTGGTTCGTATCCCTC 65 240 193
62 172657 CATTTGGGGGTTTTGCTAACCAAC CACTACCTTCCTTCGTGAGTGGTG GTCAGCACTAGTTACGCAGGGGAG 65 177 214
62 241597 CACATTGATGCTTTGTGTGGGAGC CCCTCTTGCACCGTTTCGGTTGTC CATCCGTAGACCATCAGATGAACG 64 137 184
62 241725 AAGAGGGCTAGCGCCACTGAACGC GGCAACAGCGTTACAGACCACCCC TTGGTGATGAAGGGTAAAGCAGTG 64 166 125
62 315787 CCCAATCCAGAGATATGTAAGCTG TGGTTACGTGGGCGAGCGCGACCC ACTTGTCGGTACAGTAACTCCGGC 61 179 264
62 393620 CAGATTATGGCACGTCTTCACAAG CCATGGCAGCACCTAACCTCGCAC CTAGGCGTAGACCAAACGCATTGT 63 147 201
62 407311 GTTGCAACTTTGCTCAACGTAACC ACGACGCACGGCTACAGTTGCTT AGTAGGTACATTTCCGTCTGCGCT 64 152 178
63 80909 TACGACTACTTCAACAGCAAAGAT CTTCTGAGTGGAGAGAGCGCGGGG TTCCATCCAACTCCACGAGTCATA 64 196 165
63 80940 TACGACTACTTCAACAGCAAAGAT GGCGCGCTGATCATGGAGCTGGCC CATCTGAACATCAACCCAACGTAT 57 160 217
63 144449 GCCTGCTCCTTGTTATTCCTTCTG TGATGTTGTTAGAAAATGGCTGAA AAGTGGACTCGATTGGTTCTAGCG 62 248 179
63 144371 CACGTCTTTCACGCCAGAAGGAAT CGCAGCTCTTATTCAGCCATTTTC CGCAAGACCGTGACCTAACGTAAT 65 171 237
63 144606 TGATGTTGTTACACAATGGCTGAG CTAGAACCAATCGAGCCCACTTCG GGCTCATGGCCAAGGTAACAACTA 61 309 152
63 144437 CGCAGCTCTTACTCAGCCATTGTG CAATCGAACCTGTCTCGAAGTGGG GGCCTGCTCCTTGTTATTCCTTCT 65 105 266
63 202366 AACTCTGGGATATGAGTGCGCTTG TATCATATTTATGATGCGTTTAGA AGCATGACTGCATGAGTGTGTGAT 64 174 203
63 202547 CCCAGAGTTTGTACACTAAACGCT ACGTCCTTCTGCGAAACATGTGGC GAACCTGTCCTCCATTGTGATTGG 65 276 133
63 291664 TATATTTCGCTCATGCACGTTAGG GTCACTGCTACGGCGCGCGGATGA TGCAACGAATCTTTCATGCTTCTC 62 160 241
63 291828 GCTGGTAGGTGGGCTCCATCCGCA ACGAGTCGGATAGTTCCTACCAT AAACCAGCGAGCTATCTGCGGAC 65 292 217
64 456234 CCAGGACCTAATTATGCATATTCC GTAACGGTGACAATGGTGGTGTTC AAGGTCAATCACACGGACCTAAGC 64 238 164
64 456363 GAAACGGTGACAACGGTGGTGTTA AGCAGCAAACTGTTTAGGTCCGTT CAGCAAGCTTCATCTGGTAGTGGA 64 329 200
64 456212 ATAACACCACCGTTGTCACCGTTT GGTCAATCAAACGGACCTAAACAG CGGACAACCTAGCTTATGGCATTC 64 162 299



65 152187 TGGGCAGGACTCCGGCATTTGGTT AGCGGTGTGGCGAAAAGCTTACAG AACACTCATGGAATCCAAATCCGT 64 203 116
65 242755 AGCTCACAGTGTGTTCGCTGTAAC GCAGTGCTCCTGCACTCCTGCTCC TAGACATGCGAAAGCAGAGAGCAT 63 156 298
65 242983 ATGACTGTGCGTACTCCATACCGT TGCACGCGCTTCCCTCATCATCCA GAGTCTTGCAGTGATGAGCAGGAG 64 124 181
65 243363 GCAATCGCCAGATACATCAAACCT GCCGTCCCAACTAGGTAACGAAGA TACTCTCATGATGGCAGGATGTGC 65 199 313
65 243477 GCCGTCCCAACTAGGTAACGAAGG TTGCCCACGCGTGTAGACTAGCCC GAGCTGGTCGGAGGTTTGATGTAT 64 149 180
65 244292 GCGTGTGCAGTATAGGTCATGTTG GGTTAGTTAATCGTGTGCGAAGAA GCATAAGTACTCCGGCGTATGG 58 281 167
65 244170 AGTTACCTATCAAAGCAACATGAC CACACGATTAACTAACCCATGTT TAGAACAGATGCGTATTTGGCAG 56 122 215
65 274245 TCCATTTGAGGTAACATGTCTGCT AACAACCTCCGCTGCCGTCTACAC CACCTTCTCGTTTGCTTTCCACAT 65 242 176
65 274171 GCAGAACGCACTGAGAGCAGACAT TGTGAGTGTAGACGGCAGCGGAGG CTTGAGTTCGCGCCTAAAACAGAC 65 157 213
65 274638 AGTCGCATATTGTACGGGAAGCAG CGATAAATGCAGCCAACCCACACC CTTCCACCATCCTCACCACCCT 65 135 231
66 54114 GTGTTGACGTTTTTAACGGAGTCG CAAAAGCCGGACCCGGCCTTGGAG CAGTCGTGGTTGGGAGGTTTTAAG 63 176 254
66 78385 CTTCTGACGGTCCCGCTTGCACAT GTAAGTTGCGGGACCGTATGCAGA AATATACACATAGGCGTGGGTGCG 65 275 193
66 78366 ATACGCTTCATACGGTCCCGCACT TATCTACTTGCCAGCGCCAACTCC CTTGCGCATTGTACCGTATTTCTG 64 142 230
66 173276 CACATAGATAAGGCGCGATGGGAC GGAGCAGAACGCTCCAGAAGCCCC TCAGCATCCATCTCCAATACTCCA 65 191 240
66 175382 CTGGCTGGTTCTAGGCTTGGCAAT CAGACGAGTGCGTCGTTGCGTGCG TACCTCCCATGATTACGGGACACT 64 168 258
66 239955 GCGGTTAATTTGCATTTGTAGCTG CATTGCTCACTCCAACGCGACAGC TGTGATGTTGCCTTTTGTGTTGTG 63 124 211
66 399797 CGACACTTTCCGCGCTAGAGTGTA GCTAAACGTATCTAGAATCAGCTT GACGTACACATAGGTTTCTTGCCT 56 245 190
66 420119 TAAGCAACTGCAAGTCCGCCAGTA AGCACTTTCCGTACCGTAGTTTCG TGAGTGCTGGACAGCTTAGGAGTG 61 139 101
66 420065 TCCATCATACTGGCGGACTTGCAG GGACGAAACTACGGTACGGAAAGT GTGTGAAGCAGGTAAGCAACGTGT 64 130 164
66 420099 GGAAGAAACTACGATATGGAAAGC CCGAAGATACGGGGACGATGCGAT TGTGAAGCAGGTAAGCAACGTGT 59 163 202
67 162696 TACTCGAATTGAATACCGTACCGG CCCTGCTCCTAGAACGCAAGCTTG GGAGATGGCCAGTAAGTTGAATGC 65 176 111
67 271173 CTCGCGACCTGTAATCCACACTTG TGTGACATAGTGAAAGTGTTGCAC GCAAGACCAACATCGACTTTTGAA 64 159 189
67 271370 CCCCATGCAACCCTTTCATTCTGG ACAAGGGTTCTGAACGAGAAGAAA ATTGTTTGCAATGCGCTCCTTATT 64 291 143
67 353247 GGTTCATGACACATACGCAGCACG ACCGCGAGTGCCTTAATGTTGGAC CTGTCAACACCGCAACAATACGAC 65 163 242
67 353326 ACCGCGAGTGCGTTAATGTTGGAT TGTAGATAGTGTATATTGTTTAGC CCCTATTTCACGTGGACAGCAAC 64 129 280
68 101809 TCAACAGCCCTTCTTCTCATCCAT CGGCTCCGCAAATGCCCACAAACT AGTAGGAGGCAGCTTCGGAGAAAA 65 128 162
68 101947 AATGTGGAACGGGTTTGTGGGCAA CTGATGGGGCAGAAGTCTTGGACT TACCAAAGCACGAGTTATGCCTGA 65 235 143
68 195121 CCGCTGAGCCCATTTCGGTGTGAT CTGAACAAAAGTATACAGTTGAGG AGGTACACTAGGAATAGCACCGAC 55 320 170
68 209187 AGTGCAGAGGAATGCGCATGTTTT CAGCTCCAGACGGATTGGTTGCTA TGGTGCTTGTTGTACTTGACATGC 64 363 201
69 139733 GCGTGGCGTTTCACGAACACACTC TTCCGGATCACCTCGAAGATGAGT GGTTGTTTTCCCGTTGTTTGTGAT 64 338 174
69 139556 TGGACGGTGCTCATCTTTGAGGTA GAGAGAGAACTAGTGTGTTCGCCG ATAATTGTGCAGAAACCGTCCAAG 58 275 113
69 139765 TTCCGGATTACCTCAAAGATGAGC GTACAGGTGCAGCACGAACAGTAG GTTGTTTTCCCGTTGTTTGTGAT 58 173 141
69 139718 TGGACGGTGCTCATCTTTGAGGTA GGGTGGCTGATACTACTGTTCGTG CTTCTCTCTCCAGTCCTCCTCCCT 64 173 209
70 356637 GATAGGCTTGCTGTGGCGCAATCT CCCAGGCCGTCAGGCATTTGCGTG CTTTCCAGCAGCGATTTAGGTGTC 65 124 249
70 459753 AGGACAGTGGAATTCTTGGACAAT GTGAGTGTTGGCAAGGTTTGCAAC GATGACGAATTGTGTCGAAATCCC 65 299 218
70 460185 GGGTGCCTCTTCAAGCTGCGAAAA CGTGTGGAGAAATTGGGGTTTGGA CTAAAGCAACCTGACCTGCTGACA 60 249 138
70 460052 CTTTTCGCAGCTTGAAGAGGCACC TACATCCAAACCCCAATTTCTCC GGGATTTCGACACAATTCGTCATC 65 152 267
71 121299 GGACGTGTTGAGGATGCAATTGTT AGGAGAGCCCCCCGGCATCCGGAC TGGTAAGACCATTGTAATGCACGG 64 112 156
71 121637 TCAGGCGGCCTATCTTCAAGCATC CGAGGGATGGGGCGCGGTGTAAGG TACCTCCTTTGCGAAGTCATCCAG 65 137 246
71 219568 GATGCTACGCACACCTCACACCTA GGCGGTGTCTACCTTGGCACACGC GAGCAGGCAGACAAGTACATCAGC 64 101 148
71 278902 CAACCCGTAGCAGAACCATAGCAC AATGTTCTAATTGCCACCTTTCCA GTTCGTGGGGTGGATTGATATACG 65 190 326
71 279038 TCGCCAACACCAGGCATAAAGGCA AATGTTCTAATTGCCACCTTTCCA GGTCAATTTTGTATGCACCGGTTT 64 256 191
71 408912 GCGGTTCCATCAAGCAGCCTTTGG TTGCACGCACTTGTCGTATGTAGT TGAAGGTGAGTCCGTGAGTGTCAT 65 219 183
71 439746 GCGCGTGATACGCGAGCGTTTACA GACCTGTACCGTAATTGACAATCG TGATACTGGCTTACACGACATTGC 59 197 142
71 447385 ATAGGAACAGCAGCGCGGACAAGT CCACGGGCGTAAGGATGCAGCTCC GAAGCACACATCAGCTCACAAAGC 65 106 238
72 127790 TGACTTTCCATCCACACAGCTCAC GGTACGTGTCTACGCGCAGCACA ATTCCCACGGTGCCCGAGTAAGT 65 142 252
72 146719 CACTGAACCTGCATGTCTCGTTGT GGTTTGGTGGTTTGAAGTTTGTT CTGCACACGTATACACACACTCGC 64 351 211
72 146703 CGCCAGTGACAAACCTCAAACCAA AGCGCGGCGCCTAACGAATCAAT ACTGAACCTGCATGTCTCGTTGTT 64 170 218
72 148592 GCATTGCCCCAGACACGCGCCGCG ACGGAACATCAATGCCACACACCA CAGCAAGAGGAGGCTTAGCAAGAA 65 178 120
72 213624 CCCAGTCCCCGCTCCTCAGATGTT ACTGCCTAAAGGCTCTCCAGATTT TTGTTTCTGGTGGTTTCGTTTGTG 62 233 197
72 213695 GTACCGGGCTCCCCTCTCCTCTCC CGTCCACACTTTTAAACCCTCAT GATTCCTGATGTTGTTTGCAGCAC 61 210 177



72 213651 ACGATGTGAGCAGGAGAGGAGAGG GCGCACAGCGGACTATGAGGGTT ATGCCGTATGCATGCAATGTACC 65 145 180
72 290736 TATTGTTCTGGCACAGGTGACCGC GCCCAATCCAGTACCGAGCCCAGA CGGTTACGTGGTAAGCATTACATGG 65 152 234
72 368211 CAATTGGAGGTAGGGAGGTTCCAT TGCCATGTCCCGCTCCTGGTGCTA CTCCTAGGCTTTGCAATTCAGCAC 65 189 306
72 427414 AAGGGCGGGGGCACACTTGCCGTA CCCGTTTCTTCCGTTCCTCCGGCC AGTACGCTGAGGACATCTGGCAC 65 278 169
72 427297 GGGTTCGTTGTTTGTTACGGCAAG CGCGGGGCACGCGGACGGAGGAAC ACAGCGGTCGACCTAGTTGTTGTT 65 194 300
74 332072 CTCTTGCAGGCACCACGCCTCCAA TAGCGTTCACCCCTGTCCCCTGAC CTACCGCATTGGTTCTGCAATCAT 65 208 123
74 332102 TAGTGTTAACCGCTGTCCCCTGAT GGGGGCACACACTGAACTCTTTGA TACAGGTGTGAGACACCAGCATCC 63 245 215
74 332180 GTGTGCACAAACTGAACTCTTTGG AAACCAATGCGGCAGGCCATTCTA TACAGGTGTGAGACACCAGCATCC 65 215 137
74 332088 CGGCTGATGCCAAAGAGTTCAGTT TGGCCTGCCGCATTGGTTTTGCAC ATTCATCAGGAATCTCTTGCAGGC 64 161 225
74 428420 CGCGTGCAAGTGCTTTACTTCGTT GCGCGCGCCTGACCTCTCGCTGTG CTCGCGTTCACAGACGTCAGATAG 65 123 173
75 121585 ATCTATGACCTGCTATACCTGACA CTACACCGAGGCGCGGCTGTCGCG GCCTCTTACTCTAATCTGCACCCT 57 137 180
75 382354 CCCACCGGCTACTCGCTGTACGTG CATGCGCCCCATCAAGTAAAAGCG CTGGAGTCGACCTAGCCAGTCAG 64 199 134
75 382821 TGCGATGCTTGGGAATGTAGGGTG GACAATCTGACGCATCAGGTTCTA CCCCTCTCTGCTACTTCCTTGTCA 64 255 164
77 298189 AGTTGGATTTAGTAGGGTGTCTGA TCTGCTGTCTGCCCTGGATTACCT CACATCAAAAGTTGCCATGTAGCC 64 310 222
77 298216 CATCTATCCACCACTATATGCCCC AAAATCTCAGAGCAAACCAGCAGA TACATATACCCGAACCAGGGGTGA 62 115 150
79 178134 AGATACAATTCTGCATAATGGGAC GGCTCATTACCTTTGGTGTCCCTG CACGACTCACGCTCAACTGTTCTT 65 294 136
79 178111 TAGGGACACCCAAGGTAATGAGCA ACGCTCAACTGTTCTAGACCCGAG CCGGAAGGCTACGAATGAGATACA 65 199 303
79 178215 ACGCTCAACTGTTCTTGACCCGAT AGCTGGGCACCCATCACAACGCGC GTTTGCTCATTACCTTGGGTGTCC 64 131 216
79 318598 GGAGTTATGCTGTGTGCTTTGCAC GCAATGCTGCCGAGGAGAGATGAC TGCACGTACATACGTCGCCTATTC 64 301 200
80 164322 TAAACCAAACACCAAATCCGTCCG ATCCACAAACCCATGACTATAAT CGCCAGTGAGTACAGCACATACAC 64 100 206
80 165030 CAACTTCTGGGAGATCAAAGAGGC GGAGATAAAATGAATTGAGTGCCC AAACCCGCATCATTTGGTTACAT 58 271 177
80 191342 CCATGTGTGTAACTCCAGGATCAT CGCAATGCTTGCCTACCCTAACCT CAGCATTTGAGTTTCCACACCTTG 65 186 123
80 191334 GTTTGAGGCATGGTTGGTTTAGGT ACCTTGAACTGGCCCCAGACGGTA CCCATGTGTGTAACTCCAGGATCA 64 103 169
80 191460 AACGCCCGAGGTCTCACCGTCTGA GCTGGGGGTTTCGCACACAAGTAT CTCCTACGCAGATGATTGATGGTG 65 172 121
80 191400 ACCTTGAACTGGCCTCAGACGGTG ACTGCTTTATACTTGTGTGCGAAA CACACAACACACACGTCGTACACA 65 133 178
80 373642 TGTTGGATTGTTGGCTGAGTGCGA AGTAGGTATGCCATGACAAAGGGG CTACACAATGCCACCCTCCGTATT 65 188 142
81 46165 GCTTGTGGTCTTGGCGAGAAAGGA TGTGGCGGCGGCGGTTGGGGACGT TTCCCCAAGTCCGAGTAATCTTCA 65 122 212
81 139004 CGTCTGGCGGGGCGTCACCGCATA GCTCATGAAGAGCAGCCCACACAT ACTACTAAAGCACAGCCGTCCACC 64 331 179
81 404488 CAAGCGGGTTTCATCTGTGTTATC AAGCCTTTCACAGCCCGGAGCAGA GAAATCCATTGCTGAACCTCCAAC 63 152 300
81 404814 ATCCAGTTTGCATCCTGCTGCGAT AGCTTCCTCCTGCAGACTACAGAG AAGCCTGCCCCCAAGAAGTCTC 62 226 171
81 418844 ACAGCAGCCAAGAAGTCTGCTCCA TTCCGGCCGCCGCGTTCATTCCCT CAAGTATGCCATGGGCTAAGCG 65 186 216
82 254438 CGTGTGGCGTCGCACGTTGTCTGA CATTGCACCATTGCCTCCCCTACT GTCGAACGCTGGAGTAGCTGTACC 65 229 166
82 254361 TAGCACCACTCAGACAACGTGCGA ATCCTCCCAGTAGGCGAGGCAATG AGTTTCGCTTCAATTTGCTATGCC 64 200 262
83 132304 TGGCGTCGTGACGCCAATGAGTTG TCCTCAATCGTCAACCACCTGTG GAATTATGACGGTGGCGATAGCAT 65 248 178
83 132222 TTTCTTCAATCCAACTCATTGGCG ACACAGGTGGTTGACGATTGAGG TACATACACCATTAGCGCATTGCC 64 176 236
83 132455 TCCCTCAATCGACGACCACCTGTA CTGATGCAGTCGCCACCGTCATGG CAGCAACGCCCTCTTCTGCTAAG 66 283 132
83 132282 ATACAGGTGGTCGTCGATTGAGGG CCAAGAACCATGACGGTGGCGACT AAAGAATGATAGCATTGGCGTCGT 65 110 267
83 132439 CCAAGAATTATGACGGTGGCGATA CACCGCCCTCGTCTTTTAAGGCGG AATCGACGACCACCTGTATCTTCC 64 176 274
84 131266 CCGGCCATGCCGCCGCGCCCCTCA CTTGATGGGCACACACGCTTACCA CCGAGTAACAACTGTGTGGACGTT 64 289 200
84 131406 CATGAGCAACTGTGTCCCGTAGAC CACGCGCCTGTTCCCCACACTTCA GAGATGTCCACTGAGTGTGGCTGT 65 177 132
84 131341 GGGGTCTACGGGACACAGTTGCTC GTTGGTGGAGGGGGCTGAAGTGTG CCATGCCATACTTCATAGGCACAC 64 132 189
84 132363 CTAGCAAGCTTTGGTGTGAGGCAT CGACACGGCGGCGGCAGTGGCGGC TCACATGGCTATGTAGAAGCACCG 65 180 308
85 300400 CAGCAGTTTAGGGTACACATTTGA AGTAAAGGCAAAAACAGCCGTGC AGTGTCACTTGGGTTGGAGGCTAC 60 108 241
86 266062 CTGTTTGTCAATGCCCTTGCGTAT GCCGTCGCCATGGCATATCCACAC TTGCTCGATTGGTCTAGACGTGAC 64 195 261
86 269681 GCGACTTTTTGGCCTGAGTCCTTT CTGTTGTAGAGAATACTGCTTGTG GTCCTACCCCTTCTACCCAGATGC 65 164 286
86 269945 GTTCATGGTCGTCGAAAATTGCAC GCGCTTGCACTCTCTTCATGTGTA CTCCTCAGTCCGTCAGCTAACTCC 64 275 185
86 276805 TCTCGGTCCACCCACAATGCCGCC ACTACGACTGTCAGTGTCTCTGG TATTTACACGTACGAGGGTTGGGG 62 251 138
86 344292 GCATGGAAGGGCAAGGCCAGCCTG ACTTCGCCTGACTGGTTTGAATTC CTTGATTCTTACATGGTCAGGGGG 64 344 210
86 344326 ACTTCGCCTGACGGGTTTGAATTT TTGACAAGTGCGATTGACCGATAA CTTGATTCTTACATGGTCAGGGGG 62 210 176
86 344281 AAAATGGTCAACAAATTCAAACCC AAACATTATCGGTCAATCGCACTT GATGATTGACAAGCTGAGTTCCGA 62 114 141
86 387606 GATACACGCCTGTGTTTCTCCGTA TTCCATGTTCTGTAGCACTCGTT ACGGGTTGTGACTTGTGAGGCTAT 64 152 243



86 434343 CAACCCCCAGAACCTCCCAATAAC CAAGTGGTTCACACGCGTATATG ATAACCCCCTGGTGCTGTTCAGT 65 103 168
87 55136 TGATGATTCCTATGGTTTTGCAGG TGCGATGTTGTGACGGTAGATGTT TTCGCAACCTGCCTACTATGTGAA 65 211 178
87 55088 CACACCTGCCTGCAAAACCATAGG GGCAACCCAACACAACATCTACCG ATCACGATGATTGTTGATGAGGGA 64 150 188
87 233808 AGCAGGTTCAGCTTGATTTGCACT CCTAACACACAGGTTATGCCTATA CCTGGGTACCTGCATCTATAAGCG 61 327 162
87 233631 ATGACTCACATAGTGCAAATCAAG CCGCTTGTATAGGCATAACCTGTG CATGCATACTGGTGGAAGATGTGT 58 102 263
87 344912 ACGGTAGCTCCCAACCATGGTTGA TGATATCCGACTACCCTAATGCTG GTTTTATTCCCAGATGCAGCCATT 60 284 144
89 78324 CCTATGAAACCTTTGCCTACCGGC GCGATTGACGCCGCTTTGGGGACG AATCACCATTTCTTCACATGGCCT 64 113 264
89 78881 AGGCCAGCCGCAAAACGGAGCGCC ACACAAGGAGCCACTCCAACAACG GTGGTACACAGCCTACAGTGGTGG 63 287 210
89 107093 AGTAGGCCGGCATGGAGTGCTTGC CTTGATCACACATGTCCCCATCCA GAGCTATGTGCGTGCAGATTGAGT 64 190 154
89 253461 TTTTGAGGACAACAAAAACCTGAG CCTTGGCGAGGGTGGGCTGTAGCA CTTCAACAAGAACTCAGCGCACAT 61 145 195
89 287019 TTCACACTCCAAATCACATCCGCA CTCCCGTCGACGCAGCACCCGTG GGCGTCAACTGGTAAACAACAACA 65 163 206
89 287211 TGGGGGGACAGGGGTGCTGCGTCC TGTGGGATCAAGTAGTTCACAAGT TGCCACCTCACATGTGTGTGTACT 64 275 142
89 319656 GTGAGGGCCTGTGTGTCATTGAGG AGATAGGATTCCATGTGCATCGTT GCTATCGTACACACGTCCAACAGG 61 342 203
89 319505 TTCAGCTCACACCTCAATGACACA CCTCTTGAGCAACGATGCACATGG TCCATGTGCTTCTAAGCTGCTGTT 64 100 238
90 207840 TAGCGCAATACTGTGACAGCCTGG TGGATTTAAGTCGTGTAACAGCAT ATTGTTGTCAGGGTTGGTGATGTG 61 279 210
90 207957 ACAGCGAGACAACAGAAAGCATCA TGCTCCGTGTTGAGCCGGTGCGGC ACATTGTGGTATGGTGTGTTTGGC 64 229 129
90 207840 AATCACTGATGCTTTCTGTTGTCT ATGCTGCCGCACCGGCTCAACACG TGTGATACAACTCGTCACCCACAC 59 168 267
90 207939 ATGCTTCTGCACCGACTCAACACA GCCGTCACTGCCCATTGTCGATTA CGTTATGTTCCCACCTGCATGATA 65 171 206
90 208025 CCTCAATCGACAATCGGCACTGAT ACACATCACAAACCCTGACAACAC ACAGCGATTGTGCTGAATGATAGC 64 152 121
91 218513 GATAAGCAATCTATAGTGCATGGT GTCAAGCGCACAGAGTAAGTCTC CAAATCGGGAATCGCTTCACAC 65 246 145
91 218389 ACCATGCACTATAGATTGCTTATC TATAGAGACTTACTCTGTGCGCT AAACATACCAAACGAGACTTGTGC 56 167 272
91 226964 TCAAGGCGGCGGGCGCCGGCGCCG TGCGTGTTGTGTGGCGATGGAGCG CGTTGACTCGTTATGGCATGTTGT 65 305 221
91 408469 GCTCGACTGTGTGAAATGCTGACT TGAGGCATGATGCCATGTGGCCGC GAAACGTGTTGCAATTCTGTCGAG 65 143 259
93 282752 TGCATCGTCGGGGCGTCATGCACG TGGGACCTCTGAACATGCACTAAT TCTCGGGAAGGTAACCTGATGAAA 63 238 154
94 32079 TTCCGCCCTATAGCCCACAGGCGC TTGTCCATAGTTAGTCCCCTTCTC CAAGACACGCTTGGTGTGAAGTG 65 173 107
94 109278 TTCGCTAACGCTTGCTCTCTTGCT CGTTCGGCGCGGGTGCTGCGGGGC GAAGTTCTCCAGCTTGTAGGAGCC 63 200 252
94 111014 GCGAGCGCCGTGTCATCCGGCTTT ACAGTGTGCCCAAATGTGTGTGAC CCAGCCTGTTATTGACTGAGAGCA 64 213 175
94 110964 TTTCTTCTCGAAAAGCCGGATGAC TATGAAACACAATAATCACACACA AAACTCGGGTGGATTCAGAGGTC 64 200 241
94 143948 TGGTTTGATGGTACTGGTATGCGG GTGGGCACGCAAGGGATGCACATA CCTATCAGGCGGACATCAATGC 65 194 351
94 144178 TTACGGTAGCAGATGTGCATCTAA ACATGAATCAAACCGCTATGCCAT ACGTGATGATTTGACGGAATGAGA 61 279 218
94 236972 ACGGCTTTACTTCTTATCTGCCAA TCCCTGGCTGTGGCTGATAGCGGT CCAGGAACCTGTTTGACCAGCC 62 101 157
95 125256 GCGGCCTGCCGCAGCACGTGCAAG TCCGGTAATTTGTATGTGACGTGC GATGAATTGCATGACAACGCCTAC 64 288 214
96 137666 CTGGTGTTTGGGGGGCCTTCATTC ATCGCAATTTACTCGCGTGCCCAC ACTCCCTTCAACAATCCAAAACCC 65 262 218
96 137666 CCTTGACTACGATGCAGGCGCTTT CTTCGCGTGAGCTACTGCAGGGGG AAGTTACCGTTCAGGTTCCCGATT 65 178 300
96 140139 GTCCAAGGTGCAAGAGCCAGTGGA ATCAGGTGTTCTTTAGCTGGCATT TTCGTCACCAAGTCTGTCACCCTA 62 324 185
96 139981 CACATCCACTGGCTCTTGCACCTT CACCTAATGCCAGCTAAAGAACAC CAACTGGGGCTCAGTGGATTCT 64 122 262
96 140433 ATAAGACAGCTGCATCGCTCGTCC CAAGCCCTCTGTACATGCCTTATA TGGCTGAATAGGGTGACAGACTTG 64 188 316
96 248874 GTGTGTGCGTGTTTCCTTTCTTTG GCACAAGGAGAGAAACGTTACTTC CTGGGGATAATGGCATTCTGCTAC 64 133 202
96 342154 GGATTCTGCCAGCGTGATCACCAG GTAAAACTTGTGGACACGGCCCTC ATTAGAGCAGCGGTGGGTATGTGT 64 304 207
96 342321 TGTAGCAATTAGAGCAGCGGTGGG TGGCCGAAGGCTGGCTGATAGTGA GCGCAAATCCTTAACATTCACTCC 65 159 310
97 93967 CAGACACACGTACCTGAACACTTT TCACTTTTGTTTAGCGTTTGCCAA ACATGTGGGGTATGTTTGGTTTCC 63 347 203
97 93802 GGAAAGTGTTCAGGTACGTGTGTC TGTTTCAGAACCGTTTGGCAAACG ACCAGAGGCACTGAAGCAGTAGGT 62 171 327
97 144222 GACAACTGGCGCATAGGAAGTGGA CAATGCGGAGGTCGGTGCGTAAAT GTCCACGTAGCACTACCACGAATG 64 216 123
97 144440 ACCAGCTAACAGCTTCAATCCATC TTGAACCTACCAAAGAATCCTTTT CGGTATTGAGAGATTGGTGACACG 62 192 304
97 268518 TATGATTCAGGCCGAAGGCGAGTA TTTGGGGTTCTGTTTACTGCCGGG TTGTCCATCCTACCTGCTTGGTTT 65 171 278
97 268390 AATGCATCTTACTCGCCTTCGGCC CACCCGGCAGTAAACAGAACCCCA CAGAGCGGCTTACACTTGGCTTAT 64 235 121
97 268539 GTCGCCTTCTTTGCCTGCACCTAT CCCAGTGCATACCTCCCTGTACCA CGTACTCGGGGGTTTTGTTTACTG 64 180 233
97 268723 GGGAGGTGTGCACTGCGACGTACC CGAGCTTATGGCTGTAACGTGTTT GCTTAGACCCTCCCTTTCCAGC 64 216 115
97 384208 TGTATCGGACTGGTGGGCTATCAC GGTCAGTGTACATGTTTGGCTGTC CAGACAGTCAATTCTATGCCACGG 65 167 337
99 75831 TACCGGGATTTACAGACCGTAAAC ACCCGGGGTGTACTTTCCAGGAGT AAGGACCTGATTGCTATGGCTCTG 64 230 119
99 75875 ACACGGGGTCTACTTTCCAGGAGG GGTGTGAAAGAAGGGGTTGGCTCA ACATACTCGCGTCATACCGTCGT 64 192 148



99 75817 TGTTCGCTTCCTCCTGGAAAGTAG AAGCCAACCCAGGTGAGCCAACCC AACCCGATACCGGGATTTACAGAC 65 151 199
100 158683 CTCCTAGCTGCTGCGGGTTTAGGC GCGCCTGCCACATTTGCATGTCGG TGTTTCTGCTCCTGACAACTCCAC 65 176 272
100 158825 TGCAAGCAGCGTCGACAGGCAAAC CATAACGTCCTGGGTAACAGGCGG ACTGTTCATCTCAACGTCCACCC 64 138 104
100 159367 GGGCCGCCCCCAAGTTCCGTGTTT GAGGTCGGATTGGCAACTTAGATT AATATAGGCAAGTGCACGCACAAA 64 211 139
101 56197 AGGGCAGCAGATGGAAACAAGATT GCTGCGATCGGGGGGCTTAGCCC GTTGCCAAACAATCAAATGCGTAA 64 198 254
101 60716 AGTTCGCGAGACCGTGAGTGTACC GCGCTCTCTCCTCTGTCGGTCTC GGTTTCAATTTTGCGGTAGGTGAG 64 158 183
101 292849 AAACAAACTTTTTGGGAACTACA CCACGTCTTGCCGCCCTCCGCCCC TGTGTATAAGCTGGTGCTACATGG 57 181 248
102 38652 CTTGCAAAGAAGAAATGAATACGG CTTCGGCAGAACAATAGCCGCTCA TGGAAACCAGTACAAGCGAGAAGC 61 114 231
102 253228 ACCGCGGCGAGGCGAGCCGAGGTC TGGGCCGGCTAAATCAGTGTCAAT TCTCGCACATCACGACATATGGTT 65 248 181
103 4719 CAGGAGTGTGCAGAGGTCAAGTGT AGGTTGCAACAGCTGGCAGGAGC TTACGAAGCTGGTTACAGCAGCAC 64 200 310
103 4896 TTCACTCCTGCCTGCTGTTGCAAC CCCCCATAACCTAAAACCTTCCCC GTTGTTACACCGGTGCGGTAAAGT 65 153 106
103 4883 AATGATGGGATGGAAAGGTTTTAC GAGCGCCTGGAGGGCTGACTTGTC TTGACCTCTGCACACTCCTGTACC 61 184 277
104 35795 GCCGTCGCCGCAGGCGCAGCCCGC GGCTCGATATTATCAGCAGAAGCA AACAATGCATAGTCAATTCGCCCT 63 194 135
104 272052 TGGTTGAAATCATAGGTCCAGTTC GCGGTACATGTGTAGCTTTCCTTC ACTTACTCCTGCTGAAGCGTACCG 64 207 149
104 271981 GGTTACTCACGAACTGGACCTATG CCTAGAAGGAAAGCTACACATGTA ACAGTTCAAGGCTGCAAGTGTCTG 61 143 195
105 70634 TACCTGCCAAGATCCTACACCTGA GCGGCCACGATTAACCAGCGCTAC TGATCAGCCGTATAAATTCAGGGC 64 159 189
106 214752 GCATCCTACGCTTTTGTCCTTTCG AAGAAGGTACAAAGATCCGGCATT CCTGGTTCCCCGATGTACTGTC 64 139 270
106 215024 GGTACCTTCTTGGCCATCAGTGGT TCCTCTCTTGTAGCACAGCAATCA TGGCTCGACATTTCGACAATAAGA 62 278 173
106 222900 ACGTAGTTAAGGACAAGACCGCGT AGATTCGGTGCATTTTACTTTCCG GAGAGGGAGAGCCACTTTGTCTTG 60 300 187
106 229560 TCGGTTGCGTCTGGATGTATCTCA TAGCGGTGTTTGCGCATTTGTGTG TGTCCTACACTTCAGCCTGCTGTT 64 157 103
106 229483 TGAGATACATCCAGACGCAACCGA TGCTACACACAAATGCGCAAACAC AGAACGTGATGTTGTGGTGGGC 66 200 259
106 229956 TCGCCGTACATAAAACACATCTCG GGTTGTGACTTTTGCTGGGCTTGC AAGCGGGATAGAGACACACTCCAC 65 289 166
106 287225 TCCAGTCTGCCGGCTTGGCTTCTC AGCCGGTGGCAAGGCACGAACACG AGAGCATGCATTGACACCAAATGT 64 221 167
106 306299 TTTATGAGGAGCTCTGCTTGGCGG TATTGCGTTTGAGGGGCGGAGAGA CCTACCATGCCAAGGATACGGATA 65 138 194
107 132211 ATTGGACGGATGGGGGCTCCCTGC CAACTGGCGGTCGTTTGTACTGTA TCGTACAAAGCTACGCTCCAAACA 65 264 186
107 132374 CAACGGGCTGTCGTTTGTACTGTG GTTGAGAACTTAGCTTTGTACGAC ACCTTCCGCCACACAAATAAGGAT 62 294 131
107 132192 CGTACACAGTACAAACGACAGCCC CTAGTCGTACAAAGCTAAGTTCTC GTAGGCTGGAAGATTGGACGGAT 64 118 280
108 36564 CCTGGAAACTTCAGCAATAAAAGG TGTATTGCAAAAAAAAACCGGCT GCCATGGTCGTGAGATCAAAAACT 62 196 312
108 56928 GCACACGGAGGGACGTATCGTGAC GGGGTCCCGACTGGAACTGTTGTT ACTTCTGGATGGCACACTGTGAAG 64 233 164
108 57036 GGGGTCCCGACTGAAACTGTTGTG CATGCAAGTGTGGTAGTACGTGAA TAAGACCTAAGCAACCGGCGAGTA 61 275 167
108 56904 ACAACAGTTTCAGTCGGGACCCCT TGTGAAGCTTCCGTATTCACGTAC TCACGTAGGCAGATGAGGGGTATT 65 145 269
108 115702 GTGTCGTTCCAATGCTACCAGTCA TTTCAATAATCCCCGCGTGCGCGC GCAAAATGTTTCAGCAATGGACAA 65 189 248
108 115808 GTGTCGTTCCAATGCTACCAGTCA GCATACACGGTAAAGCGCAAACGT CGGTATGTATGAAACATGGAACGC 64 278 172
108 115693 ACTTGTGAGGTTTGTGACTGGTAG CACAAAGACGTTTGCGCTTTACCG CATCTCCGCACGTGGATACTATGT 59 197 296
108 232865 AATGGTGCCTGAGATCGTACCGAT CCACACCATTCAGCTCCCCTCTCC TGAAAGTGGTTCCAGGTGCCTTAC 65 251 200
108 232857 TTGTTCATTTGTCAGTGAGAGGGC CCTATCGACACATGCCGAGGCAA AATTTCTTCCAATGGTGCCTGAGA 64 100 213
109 254117 AACATATACCCACCTACCTACTTC TGGTGAGTACTGGCTGAGTTCCTC TGGTGAATTCCGACAGGGATAACT 64 177 124
110 6344 ATAGCCGCAGCCGTGTGAACCGTA CCACACACCAGTATAGCAACACAC GCGTGGGGTCATGTACTGTTGAC 65 171 131
110 6335 GAAGGTTGATTATCATGTGTTGCC GACCCGGGAGCGGTGGGTGCCAGA GACATACGGTAATCTGCAGCCTCA 61 168 241
110 8730 GCAGGAATCGAGGGGCATTACAAC GGAGTCGTGGAAAGCACGATAAGT AGGCTTAGCGGCTAGGTATGAAGG 60 249 193
110 25703 ACGCATGCCACACACGTCTCGCAA CTTCCACACACACAAACACACACA ATACGTGTGTGGCGTCCTCACTAA 64 183 146
110 43030 CGGCTGTATGCCTGAATGAATCAT GGCAGGCTTTGCGACCTCTAGCAA TTCATGCGTAAAATGTGAACCACC 65 275 151
110 143851 TTCCTCATTGAGCTCCTTGCTCTT CTACATCGTTCGTGCTTTCTCGGG ATTGCTAATTGCGTTGGGCAGATA 65 199 148
111 67533 TCTGCGCACCGAAAATACCATCTA GCAGCTCGCCGTAGGCTGCATCTG CTTTCGTTTGTCACGCACAGGAG 65 369 220
111 67369 GGTAGAGCTAGATGGTATTTTCGG TCAGATGCAGCCTACGGCGAGCTG TAACGTGATTCCTTCGATTGTGCT 59 189 331
111 290147 CGGTACACATGTTCACGGTTTCCA CGTTACACGTATACGTCTAGTCCT GACAGATTTGCACAGCAGGACTTG 65 125 160
112 43992 GGTGGGGGCCCGTAGCAGCCCGCC GTTGCGTGCTTGAACGTGTTAATA GAACTTAGGCTGATGCACAGGTTG 63 254 128
112 97234 GTAGCTCCGATGGCAGCATGCGTG AACCTAAACCTTCCGCACAGCCCG CAGTTGCAAAACCGTCATTATCCA 65 297 158
113 208782 TTGTGCGACTGCTCGAGCGACAAG GCTTCTTGTGTGAGAATGATGCTG AGGGTTTTCCCCGTTATTGAACAC 61 205 171
115 64431 ATAAAGGCACCATTAAAACGCCCG TGTCAATACCCTCCCCTGTTCATG TATGTGTGTGGAAAGTCGAGTCGC 62 242 190
115 64702 CAAGAGTTCCGTGGTAGTTGAATA AGCATTGAATAGCGCATAGGGAGT ATATAGCCTATCGGGCTGCAGTTG 59 110 153



118 151337 GGCGAGAGGGAGAGAGGGGGAGCG AACTGTACTGCACTGATTGGAAAC AAAACAAATGACACGCACACTGCT 61 183 159
118 151302 TGCAGTACAGTTCGCTCCCCCTCT CAGCGCGACACACAAGTTTCCAAT TTGTGGTGGTGGAGGTCTTACTTG 64 112 139
118 151434 AACTGTACTGCACTGGTTGGAAAT ACTAGGGAGCATAAGGAAGGGCAG GGTGTTGGTAATCATCACACGCTG 65 314 217
118 151329 CAGCGCGACACACAAATTTCCAAC ATTGCGCTGTCCCCTGCCCTTCCT TGCATATGCTGGTTCTTTTGCACT 65 101 197
119 182373 TATCACCACTCGCACATTTTACCA TTCCTGCGCGAGCGAGACGGCAGG GCGCAGTCCTAAATTATTGCAACC 63 131 183
119 188417 GCAGCGCCCACTGCTGTAACATAC GCGCGTCGTGGCCGCGTGCCACCC TACTCGGGCAGTCGAATCACAAT 65 193 270
121 35331 GCGCTAGATATTGTTGCACGTTAG ACGGAGTTTGGTCGTAGGAAGATA CTGCTCCTCGTTGACAAGTCCATA 62 100 193
122 50544 ACATCGACTCGTAGCATTACAGCG AGGGGGCCCAAGGAAGTGTACGGT GAAACTCCATATCATGGCCACTCC 64 110 180
122 50808 AGCGTTTGCGGCACTGGCGGCGCT GGTTCCCCCATGGGTTTGAGGGGA GTCAAGCTAAGCCGCTCCCTTTAT 64 248 130
122 156118 GCCGTTAGCGACGGCAGAAGCCTT CCTGTCTTGTGGCTGTCACTTCAC GAGCAGTAGTGGCAGACAGTGGAG 64 261 215
122 156135 GGAGTAGCAACATGACTAATGGGG AATCATGCACTAGCAGGGCCAAGG CACCACATTCTTGTACGCAAGAGG 63 178 256
123 151769 ATGGTGAGCATGGTCAGGTAGCTC CGAGTTAAGACAACAATTGAGTTC ACCATATCACCGCCTACTCCTGG 65 148 207
125 41586 CTAGCGCTGCAAACACAACGTTAT GACACCGTGTACAAAATGTCCGAC TGAGGGACTCCAGATGGAGAAATC 63 272 181
126 70052 ATGGTCCATGGTGAACGATGGATT CGTCAGTCAGGGCCCGACCTGGTG ACCCACATATTGCCTTCTGGCTAA 64 218 110
126 69930 GATATCCATAATCCATCGTTCACC GCAGCACTCACACCAGGTCGGGCC GGTGTGCTGGGTGTACTGGTTTC 60 100 210
126 102579 TGCTACACATCAGCAATTACACCC TTATACTAGGTCACATAAGCAACG CCTCTGTAACATCCGCATCCAATA 63 102 243
126 157293 TGCCGCATCCAACACAACTAGTGA CGTAACCCACAGCGCCGCTAAATC CCAGCCTGCACTTTCTTGGTAGTC 65 185 157
126 157249 ACGGTTGTCACTAGTTGTGTTGGA TGGGCTACCTGAATAGATTTAGCG TCCATACATGTCCCAGACTTCCCT 62 171 207
127 37184 GTACACTGTCGAAGAAAGGGTAGG CCCGCCCTCATGTACAGGAGTAAA ATTGTATGAGAGGCGGAGATTGGA 60 191 235
127 76832 CACTGGTGTCTACCGGGAGGGGTA ACCCAAATGCCAACGGGCCCATAT AGGACTTCATTATGGGGACGAGGT 65 200 250
128 150949 TAGTGTAGCCGCCATACGCACCCT TTGAATGGGGCCGCAAATCGGCAA AGCTGACTGGGAGAGACGCAGTAT 64 185 238
130 104504 CGGAGCAGCTGCGGTATGCTGGCA GGCTGTAGCGAAACTCAGGGCTTA AGTTTCTAGCCTCCACCATGCTCA 65 202 169
130 140674 CGCATGCGCACCCGGCCGCCTACA AGACCATGGAGCTATGTTCGGACT CCGTTAGAATGATAAGAGCGCCAG 65 267 113
130 186599 GCCCGGGCGCCGACGGCTGCGCAG GAAGTACAAGACCTCGGGCTGTCT CTTCTTCAAGACTCACGTCGACCC 65 353 220
131 134233 CAGCACCAAAACATAGATTATGCT GTACTGGAGGTCAGGACCAGTCTG ACAACTTAGAAAGCCGCACGAGAG 64 250 155
131 179157 TTACACGGGATCCTGGCCCATGCA CTGGCTGCTCCATGCATGATGATC CACGCAGTAGAGCGTGTGTGTATG 65 229 153
131 184756 AGCAATTTTGACGTGGGTTCCCCA CATGGTTCTTTCTGGATGGTTTGG CTAGTCAAAGACTGTGCCCAATGC 60 281 214
131 184947 GCGAAGTTAGTCTTCGTGCTTCGG ACTCGACAGCTATACGAAGGCTTG CTTGCCACACTTCATCATTTGCAT 65 103 177
133 96331 GAAGTCGCACACACCTGCACCCAC CAAGAGATGCCGTGAGGTACCAAA ACGACATGGTGAATGTGGAGTGTT 64 187 144
134 137090 ACGTAGAAAACAGGACAGGAGATA ATTCTGCTCGGTATTTGTTCCTTG TCATGAACAGATGAGCTCTGAAGC 58 303 160
134 136933 GAGATTGATTATCTCCTGTCCTGT AAGGAACAAATACAGAGCAGAATA GTGCAGTTTTTGTTGTCTGCACT 57 182 315
134 143194 GTCCAACCACAAACACTACATTAT TGCACTTCAAGTGGCATGTCCCGA GTTGAAAGGGAACAGGACAGATTT 57 126 166
134 143479 GGTTGCAGCGAATCAAGGCTAGAC CGTTTAATAGGGAGTTGTGAGTGT AGCACCAACACTTCATTCACCGTA 64 203 152
134 143413 GGGCATTGGTCTAGCCTTGATTCG GCCAAACTTGTCCCACTCACAACT GGGCACAGGATACCATTTTACTCG 64 136 191
135 126658 TATGTACCAAGCCAGAGAGGATGT AACACTGCCATAACAAAGCGTTGG ACGTTGTTGCTTTTTGGCTTTTGT 61 209 343
135 126643 TTGAGGGCACATCCTCTCTGGCTT TGTGCGTGACTCGATTGTGTTGTA CGATGCGAACACTGCATAACAAAG 65 172 305
135 173614 TTCCTTCAAACTGAGGGGATCTCA GCAACGCCACCAACACCTCGGGAC TTCTGGTTACAGGATGGGACGTTT 64 109 202
135 230290 TAAGGCATAATACGCACACGCGTT CTAGGTTTCATCGGCGACATACAG AGGTTTTAACCAACTTGCATGCGT 63 334 197
135 231910 TACGGCAAGGTCACTACCATCATT ACGGCATCTTCCAGAAGTGGGGCA GAGCTGACCAGAAGAAGCCGTC 63 100 138
136 183630 ATAAGCGTGTTGGTATAAGGGTGG TGCCTGAAGGAAGGACTTGCCACA AGTTAGCAACGAAAGCCAAAGTCG 64 183 128
137 55966 CTTTCATTCTACACTGGCGCACAC TCCCACGCCCCGAATACACTTGGC CTCTTTGGGAGCACACAGAGACAC 64 146 223
137 122508 ACAAGCAAAGCAGTCAGAGAACGA TATTTCGGTATCATGTTGGCGCCC CAAGTTCCTCGGTGGCTCTATTCT 64 183 246
137 142217 TTAATTGTGTGAGGAGTGCACACA TCGGTGTTATTATGTGCTAGATGA ATAGCAGTAATTCCACGGGACCCT 63 205 151
139 214082 GGCTTTCAGTGTTTCGTTCATGTG ATCATCACCCAAGGCGGGCCACCA ATCCCTGCACGGCACCTATCTTAT 65 219 314
139 214061 CACACATGAACGAAACACTGAAAG GCGGCCCGCTCAAAAGCGGTCAGG TTACGTTCAGTTGGACGCAATCAT 61 139 196
139 214400 CTCCATCTCAATGCACAACCAGTA CTTGCGGAAGGGGAGAGCAAGAGC ACTGTCACTGTCACTGTCGCATCA 65 262 167
139 214289 AATCAGATACTGGTTGTGCATTGA ACCCACAACTTGCTCTTGCTCTCC ACGTGGACATCCAACGAGGAAT 60 115 214
140 132658 CTTTGACGTGAGCACATTTCCGTC CAAATATGTGGCAAAGTGGAGCGG TCGTTCCTTGGTCGGGAACTATAA 64 147 219
141 10503 AACCGGCGAGCGCCCTTTGCCCCA ACGTCATTTATGGACAGTGGCCGG GTCTGCTGATGGGATGGAGAGGT 66 318 194
141 178466 GCTAGCAGGATGCCGTGTGAGGTT TGTAAGGAACTTGCTTGCTCGTAG CCAATAACAGACTGGCGAGTAGGC 65 188 229
146 7564 TAGTAGGACAGCAGGTCAGGGGCA GGCAGTAATGGGGCGGTACCGAGG CACAAGACAATAATGCGCAACCTC 64 175 245



146 7489 GCCCCTCCGGCCTCTGCCCCTGAC TAGCTACCCGTAACACAACCTCGG AGGAGGAGCAGTTCCACCACTG 63 216 150
146 7939 GCGCTTTGCAAGGCACGCAATATC GCATTGTCGTTTCAAAAGTGTATT GAAATGCAGTGGTGGGGGTATTT 62 260 210
146 15539 CGTATCCGCCCCCAGTCCCTCCTT ACAGCATCCTCTATGCAGCCTAAC ATCGCAGACGCACGATAGTAACCT 64 234 163
146 180535 ATGTCGATGTCGGTTGTTTGCATC AATGCGCGACTTCGGGTGACGCGC TGCCCGCAGTAGTATGTGTCTTGT 65 101 239
148 15468 TTGAGTGCCAGCTTCACTAGCTAC CACATGCTCATTCAGGCTCAATCT CAGCATACACAGCATTGCGACATA 65 256 186
148 15386 TGAAGAACAGTGTAGCTAGTGAAG AATAAGATTGAGCCTGAATGAGCA AACTCTTCCAAGACACACGAGAC 55 171 234
148 84884 GGGTCTAGAACGGGCTAAAAGACC ATTCCTGGGTTTGTCGGTTGTTTT CATATGCCGATGCCCATACCTACT 65 292 195
148 198663 AACGATTGCCGCAAAGTGGAATCT GTCGCCAGGTCCTGCTTCGTGGC AGACAGTCTGTGGAATGCATCCTG 64 174 239
149 113867 CCCTTGCATCTAAGTAAAGCCAGC TTGCGCGGCTTTTTCTTGGTTAAA TCAGTTTGTTTCTGACGGGTGGTA 64 109 156
149 148237 AGGCAACAACTTAACACCATTGAT CGTGACAATCACAAAAGTAAACAA CATGGTTGACAAGAGCATGATGAC 59 153 112
150 52688 TGTGAGAGTGGTCTCATGCAAATT CTTTACATTGATGCCCTGATTTTT TCGAAGTCACAGGTGTCGTCTAAC 58 312 124
150 52492 CAACGCATTGCTCTCAATTTGCAT TGTAAAGCCAACGGTCCGCCACCC ACAGGATCATGAAGAAGACCTCGC 65 134 290
150 66981 ATTCAGCAGCAACAGCAGCAGCAA CAATAGTGCATCATTAGCATCAAA CATTTTAATTACTGCCATGCAGCG 61 220 110
150 66972 CCCGTGAATGAATACTTGATGCTG CAGCGCGCGCACGGCCCCTCATCT AGCAGTGGCCATGATACAGTCAGT 64 111 164
150 96790 GGGCTCTGCCGCGGAAATGTGATA GCTGCGAATATTCCAGCGTGTTTT GCTTATTCCGTGCGCTGTACACTT 65 190 104
150 97010 GGGAGAGTCCAGAGGCTGAGGCCC TCGACCCGAACGAGGTAGGATGTA CAAAATCTGTCTAGGACCACGCCT 64 209 160
150 96997 GGACTCAGCTAACATCCTACCGCT AGCCGCAGGGCTCTCCGCCAGGGG ATGATTCGTCCTTGAGTCAACCGT 64 200 280
150 97184 ACCTGGCGGAGAGCACTGCGGCTG TTGCTCAAATGGTTGCTGGAATCC CAAGCCGTCATGAATTCCTTTGTC 65 221 138
150 119956 GGCAATTCACCACAACGGTGTCTA CTGACGACGGCATGAAGGCCAGGC GAAGAGCGTTGTCGTCGTCACTAA 64 113 221
151 115244 TCATTTTGACGTGTTTGCATGACC TTGTGTTGAAGGCTCGCCGTCGTT TAAGCTTGTGTGACGAGGGCATTA 65 135 253
154 113246 CAACCCCCAGACACATCTAAGTCA CGACCCAGCCGACCGCCTTGTTGT GTCTTGGCGCAATCCTAACACATT 64 169 235
156 113521 CGGCTTGCGTTGTGCCTCGTGCCT GCTCAAAATGTCCTTCCTTCGTAG AAGACCACTCTTAGGCGCAATCAC 64 238 148
156 113419 TCTACTCTGGTAGGCACGAGGCAC GGCTCAATGCCTACGAAGGAAGGA GCATGGTCAGAGTGCTATGATGCT 64 162 251
156 126902 CAAGCACAATCTTTTTCACTGCGC GAAATTGGGTATTTGGTTGGCATG ACAAACAGAAGTTCCTTGTGCGGT 65 299 182
156 126770 GCTCTATCGCGCAGTGAAAAAGAT AAATTACTTCATGCCAACCAAATA TCAAGTACACGATGCAAGCAACAA 64 188 306
156 127263 TTTGCTGGTTTGAAATGTACAGTG AAGCTGCTTGATACAAGGTATGGG TCCTGCACATTCTCACCGAAATAA 64 312 205
157 148348 CTGTATTCAAGACGAAGTCCACAC ATAACATATACCAGGGCGTCCACC GAGAGTAAAGGCATTCCGCTATGT 57 186 144
158 33271 TCTGCTCTGTCCTAATGACTAAAC ACAGGCCCAAAACCGCAGTCTCCA ATGCTCCAATACTACGGCTACACT 56 192 288
158 53192 GCCAATGCTTGTTCACAGTTACCC ACAGCTCACCGCCCACAATAACAC GTTGTAAAGGGTCGCCAGACTGTG 63 178 149
158 53141 CGGGTAACTGTGAACAAGCATTGG ACCCAGCTGTGTGTTATTGTGGGC TCCAGCACCTCGTTACAAGAATCA 65 180 218
158 109580 ACACCCGTTTTCCCATCACTGCAT ACCCCCTAGCTCCCATCCGCCACA CGCAGCTTTATGTTCCTGTACGTG 65 192 236
161 15629 GCCACTCAAGACGCGCTTGGAACC GTTTTGCGGCGCTTGTTTTGTACA GTAACGAAACCGACCACCACCAC 66 263 152
162 36739 ACGAGGAGCGGGCCGGCGCCTACG TTTCTGAAAGGACCCGTGAAATAT CGTCAGCGATATTGTGCTAGTGCT 63 302 149
162 100267 CACATGACCATGGCGTTCCCCACG AACACACATGCCCGCATACCTGAG AACAACGAGCAGAGGTGTACGTGA 65 241 185
162 109397 CACCGGAGAGCCACAGCGGCGGCA TCGTGATGCTAAGGTGGACCATGG AATCAGCCTCTACCCGACCACCTT 66 219 163
162 142395 GGCCATCCTGATGTACAGCCATAG TAATGCTTTTTCGGACTTTAGGGC CACCTGGTACAGCCAGGGACAG 65 131 253
162 166313 TATGCAGAGCTGAGGACGCGACCA AGGTAGATCACAGCATCTCAGGCC GTGAGGGGTAGACCCAGGGTAG 58 179 105
162 166210 CGTCCTCAGCTCTGCATAAGTAGT GCACGCGTGGCGGCCTGAGATGCT ACAGGCATCAAACTAGACGTGCTG 61 139 230
162 166442 CATGTCTTCCTGGTCTACCCTGGG CCGAGCTTAAGGCAACCCAGTCAA CAAATAGTGTGAGGCATGAGGCAG 65 202 142
164 45965 AATGCACCGAAACACGAATAGCAC GCCAATCGAGCACCACATAACACT CTCGTATATGAGCGTGTGCATTCC 64 327 202
164 45813 TATTCGTGTTTCGGTGCATTTACT TTTCTACGGTGATAGTGTTATGTG GGGGAACTTTGATGTATCTCGTGC 61 131 273
164 45965 AGCGTGCATTTTTCTTTGGTGATG ATGTCTGCCGAGACGAGCTGCGTT ATGCAAGTGACGGGCGAGTAAAT 66 192 269
165 68882 AACGTGATGTACTTACGAGGAGTG CTTGCGAAACTGCAGCGTGGTAGG ATCCCCCTACCTCCCACTTATCAA 64 309 177
165 68739 GTCCTCCTCTGGCACTCCTCGTAA CATGGCCTGGTGCTCCTACCACGC AGCTTAAATGGGGCATGGAGTACA 64 173 307
166 101622 AGGTACTTTGTGTGCGTCAACTAC TCATCTGCCCTTGCGCTGCTCTAC CTACGACTTGTAGGCCCGTTGATA 59 164 277
166 102732 AGGCCGCAGCACTTTATCTGAATG AGTTGGTGGTGTCGGGTGGCGTAT ATGTATGCAATGTTACAAGCGGGA 64 107 140
166 111730 CGCTGCGCTCCGGGGCCCCAGCCT TCACACACAACATATACGCAGCAA CCTTGGAATGCGTTCAATTTCTTC 64 288 221
166 111655 AGCATGAGTATTTTTAGGCTGGGG GTAAGGCAGTTGCTGCGTATATGT ACTGTGGACCGCTACGTAGACACC 63 160 221
166 121833 TACAAAAGGAAGCGAGCATTACGC CGTCTTCAGCGTATGACTCATTGC CCCACACTCTCAACATTGTATGCC 64 243 150
166 121722 AGGTCGCGTAATGCTCGCTTCCTT TCCTGCAATGAGTCATACGCTGAA CAGCAGCTAGGTCTGCAATGTGAT 64 161 253
169 124413 TGCAGCCGCTCCTCAATTAGCCTC TGACCAGGTATACTCACGCACCCC ATCGGAGCTTGAGAAAAGTTCACG 65 182 120



169 124723 GGATTGCGTGGGGCCCATCCGCCG GACAGCAGTCATACGCTTCCATGT GGGTTTCTAGGGACTACGTCTGGG 65 248 177
171 35119 ATGATTACTAAACGCGAGTACGCT CGTAATCGGTGTGACCATGTTGTC TGTAGCTTTCCATGCTCAGAGGG 60 122 156
173 56701 GCCAGTGCACCATTCTCCATGGTG GTGATGCATTTTCGGTTTCACACG GCTTAAGAAGCCCTACTCGAAGGC 64 217 101
173 112302 TCGTGGCTGTGGCCGTCTGTGGTC GGCGAGCAAGCCCAAGGGAAAAGC CTTGTCAGAGTGGGGCTGAGGG 66 265 185
173 112213 ACACCTCCTCCTGGGACCACAGAC GCTTTTCCCTTGGGCTTGCTCGCC GTGGTTGGTGTGGTGAAGATTCTG 65 136 202
174 10541 CACGTTTGTGACGGCGTTGACTAT GCGCTGGGCTAGTAAAATGACATG TATCCGTTTCAGGCTTGGGAGATA 64 233 108
174 10408 CCATATGTGCAAAACATAGTCAAC AATCCATTCGCGCCCATGTCATTT CTGGCTTCATTTCTGGGATTATTG 58 101 225
174 58929 TAAGCATACGAAACATGTAACTAC CATGATATGCAACATATATCATTG GTATCCATCCCAACCTACCCACAA 60 276 168
174 58908 GTGGATGATAAATGTTGCATGTCT ATCAGCCATGGCACAGCAGCCGAC AACTACAGAGATCGTTTGAGGCGG 60 102 183
174 113249 CGCGAGGATGCGCGTGCGACTTGC GGTGGCGTACGGTATGTGCTGGCG CCCTCCATGTTCCCTAAACCTAGC 64 259 194
176 91513 GCTGTTAGCGTGATTTTTGAACAG GGATAGACCCATTGATTTGAGGGC AGGTAGACAGGGGCAATCCAAAAC 62 120 164
176 91557 GGATAGACTAATTGATTTAAGGGG TACGGAAGCTAGCTTTTAAGCTTC AGACAACTCAATCATTCCAATCGT 56 112 176
180 35840 TAGGTTAGGTCGGGACTCAGGAGG GCGTGATGTTTTTTGGCATAGCTT CGCTGTAATAATGCGTCTCCACAG 65 255 125
185 133670 AGCATCTTATGTGTGCAAATACTC GGTTGCACATTCGTGGATGAGTGG GTTTACTCCTCCAGACCGGAATC 57 160 275
186 99873 CGGTTGACACAGCGGTGAGGAGGA CTGTGCAGACTTTGGATGCGGATT GCTTATCCCACTACGACTTGTCCG 65 254 106
187 2846 TGGTACCGCTTTTATGTGGTGGGA GGACGCGGCGGGTTTGCGTGCCTG TAATGTGCGTGCAGTTCACAGCTA 65 157 292
187 3110 CTCACCACAGAGGCACGCAAACCA TGACACGTCCGCAGTTTGTTAAA GGGTTCACTAGCAAGGGCTTTTTC 65 241 126
187 105784 TACGGGCGTGGTCGCGGCGGGGGC GACATAGGATGCGTAAGCGTGTTA CCTGCCATAGCAGTGAACGATACA 65 224 178
187 105776 GCACAAAACATTCCAAAACACGCC CCTCGCTTGCATCGAATACTGTCG GGTAAGGTGTTGTGTCTTACGGGC 64 102 136
187 105810 CCTCGCTTGCATTGAATACTGTCA AAGCCCCTCAGCCCTCAACCATCT GGTAAGGTGTTGTGTCTTACGGGC 64 136 165
188 54016 CGCGCCCTGCTGGTCAGTGGTCAC TCTCATGCAGTCAAGCATCGCTCC TGTCGCTCAGCTCTTAACCACAAC 64 340 184
189 69751 TGCGCCCCATCTCTCAGCTCCCAT CCTCAACTGAACTGGCCTAAACCG TCGTCCTTTCTTTCTCTGCTCCTG 65 325 202
189 69616 AGGAGAAATTGATGGGAGCTGAGA TGAGGCTGGTTCGGTTTAGGCCAG CTGACGAATAATGTGCTGACCACC 64 183 306
200 16511 CGCATGCGTTACATAATGGACTTT CCATCATACCATCCCAGGCGATTA TAACGATGCTGGGCTAGAGGAGTC 64 181 242
203 42469 GATGAGCGCGTCTTTGCCAGCGCA TCACAGGATTTGTAGCAGTTGCAC AGGAACTCAAACAGGTCACCTCAC 58 266 124
203 42447 ACCACAACTGTTACAAATCCTGTT AAACAAGGAACACACACGCCCCGT AGAGGTGTGTACATGAGATGAGCG 58 183 239
226 72675 GGACCTGGGAGCGGCTTGGAAGAG AGACATTCGTCGGTTTGTTGCAGT GTTCGAACAGTATAAGCCCTTGCG 65 209 155
226 72606 CGAATGTACTCTTCCAAGCCGCTC GCCTGCAACTGCAACAAACCGACG GTTGAGGAGGTGTAGCGATGGATT 64 118 171
237 25162 GAGTTCCCAACTAGACCATAGCGG GTTCCAACCCCGAGGAGCAATGCC CTCCACCGTGACCACTGCCTTC 64 156 250
240 43815 GGCGACAGCAGCAATGCCAACAAC TGATAAATAGTCACACAACACACA TACTACTGTACTTCCGCCTTTCCG 59 325 196
240 44216 TGTCAAACCCCAGGAGAGTTGCGG CATGCAGCGTAGATTGTCATACCC TACCTAACCTCCACCTCCACCTCA 65 353 204
241 47397 TTCGACAATGTCACGCGTATCGTG GTAGATGCTGCCCTGTGGCCGAGC CTGCAGACTAGTTCTGTGCTTCGC 64 138 107
265 39702 CTGAAAGTATGCTTAATTCAAGAA AGGCTCTATATTCTGCTGGTGCTT TAAGTTCTGCCCTCTACCGCTCAC 65 175 100
270 69977 CGCTATTTAGCGCAACCGGCTTAG TCTACCCCCTGTCGGCGCCAAACT GTGGCTTACCTGAAGAACACCCAG 65 134 235
270 70164 GGCGGTCCAACTGTGTGGCGCCGG TACCTGTCAGGTACCTGTGATCAC ACGTTGAAGGAACTGGAACGAGTC 61 178 104
270 70138 GTCGCAGGTAGCTGACAGGTAAAC CGACCGGAAACCCCACTGCTAAC GCGCTAAATAGCGAATGGTGGATA 63 174 229
271 32784 TTGAGCCTTGTTGAGCTCGCTGTC CGGGACGGACTGCGCAGCAGTCAA GAAGACGGGAAGAGTGGGACATTT 65 152 194
271 32983 CACCGCCTGCATCGTCTGACTGCC TGCCGGTGATTTGTCTACCCCTAA CGGGAGGGTGCTGTGTAGTTTTAC 65 295 146
271 32966 TGTAAGCAGGGCGGCTGGCGGAGC ATGGGTTAGGGGTAGACAAATCCC GTCCATCCTCTTCCACACGCTC 62 290 140
297 35856 TGAGGGCGAGGCGTCTTTTATTTG AGCAGTAGAGCGCAACCACGCGT GAATGGAGAACGTCGGGAGTCTTA 64 147 219
301 11825 TGCAGCGCCGGCGCCGTTTACAGC AGGCACATATCACGGGCGCACATG AAATGTAAAAGGTCGTCGGCACAT 64 227 145
328 15975 CTGAGGGCTGATGCGCAGCCATTG AAGTGCGCGTACAAGCAACCATGA TGAATAGGCCAGATCTATCACGGG 65 183 143
333 16754 CCGCAGCTGTTTTACTTGACGAGC CGAAGTGCTAGAGGGCATGGAGAA ACGTCTCGCAGATTTCCTTGTCTT 64 179 276
339 18048 GGTTATATGTCGAAGCCACCTCAA CCCCACACAGGCTCGTGGGCGCTA AAGATTGCAGCATGGAACACAGAG 63 161 285
354 5564 GATGTCCTTAAATTGAAGGCCTGG ATTCCTCAAGAGCTCGATTGTCCA TTCACATACAAGACAAGGGCGCTA 64 250 136
354 5710 ATTCCTCAAGAACTCGACTGTCCC GTAATTGTTGGGCCCTAAGCTTGC CCACTGACCTGCGCAACTATAAAT 58 286 140
354 5753 GTAATTGTTGTGCCCTAAGTTTGT CTGTTGGGCGTTTACTCAACGAAG ATGCAACACTCAAAACGCGAGTAA 62 244 201
354 5697 ATACATTACAACAAACTTAGGGCA TGAGCAAGCTTCGTTGAGTAAACG GGTGATATAGCATGCCGATAACTG 56 152 193
354 5802 CTGTTGGGTGTTTACTCAACGAAA CTCGTCACCTCTCAGCGAGCTGAT ATGCAACACTCAAAACGCGAGTAA 65 201 152
354 5738 TGAGCAAGTTTCGTTGAGTAAACA CTGACTTGCGCAACTATACATATC TAGCGCCCTTGTCTTGTATGTGAA 61 109 171
358 3048 TGCCTGAAGGACTCCGCCAAGAAC CATGGCTTCGACAAAACTTCAAGA CTCACCAGACCATCTCAAAAACCC 65 202 166



393 13998 CGCATGCGCTCTAGGCCGCCTACA AGACCATGGAGCTATGTTCGGACT GTCCTCAAGCTGGCTTAAACTCCC 65 314 158
512 7827 TTGGTGCTTGCCCGGGATCTCCTT AATCCACTTATCCACCCCGCGAAG AGTGCGCCTACTGGAAATGTTAGG 64 253 196
512 7973 TGGTGCTACATGGCGAGTGGCCGA CGCCTACTGGAAAGGTTAGGAGTG CTTGCCCTCCTTTCCCTCTTTG 60 174 102
512 8076 AGTAAGGATGGACTCCTTGGGACC GATGCTGCCGACATGGGTCGCGAA TCCTAACATTTCCAGTAGGCGCAC 64 125 166
601 1476 ATTATAAGCCGAGTAACCCTAAAG GCATTGTACGAGCATCATTCTGGA GTTGGACGAATATGGTAAGCGTAG 56 154 189
601 8305 ATTATAAGCCGAGTAACCCTAAAG GCATTGTACGAGCATCATTCTGGA GTTGGACGAATATGGTAAGCGTAG 56 154 189
684 4260 AGACGCCATGTGTGATACGGTAGG GGGCAACTATTGCGTTCAATAAT GCCGGCACTCTGAGACTGTTAGTT 65 150 233
743 534 GGCCAATTGTGAGGATCAGCATTC TGCATGTTTAAGCTGTGTGCAGCG AGTTCCCGCACGCAATAAAACATA 65 151 300
743 852 AGGTGGCAATGCGTGAGCATTTTA ATGCGACGGCTGCGGGATCAATGG CTGAAGCTGCACACAGCTAAAACA 63 197 310
1028 568 ATGGGATGTGAGCAGAAGAGAGAG TAACCAGGCGTCGAAGTCAGAATT GATGCTGGAGGTATATCCCGCTG 63 157 239
1043 3751 GTGCGCCATGCGTACATCCATTGC CACTGCTGTCGCATTCAACCATTA AGCGTTTGTACCACAAAGGACACA 64 229 152
1043 3663 GTTGTGGGCTAGGCAATGGATGTA AATGCGACAGCAGTGTAGTGGGTT ACGATGGTAGGGTGGATCAGAGAG 64 118 174
1043 4065 ATTAGCCGCATTCAAGATACGACG TAGCCCGCACCACAAGCCGCATGG CACAGCAAAGCAAAAGCTGCAAG 65 182 316


